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Abstract  Objective To study the prevalence of hepatitis B virus HBV  genotype in 5 cities of

Fujian province and the clinical implications of distinct genotypes in HBV-related liver diseases.
Methods HBV genotype was determined by the restriction fragment length polymorphism analysis in
patients with chronic HBV infection in 5 cities of Fujian province. The relationship between HBV genotype
and its clinical implications was studied by multinomal logistic regression and correspondence analysis.
Results Of the 431 HBV DNA positive patients detected by PCR 275 63.8% belonged to HBV
genotype B 100 23.2% to genotype C 51 11.8% to genotype D and D-mixed genotype. Genotype
A E and F were not found. Multinomal logistic regression showed that genotype B was more prevalent in
Quanzhou and Sanming cities than in Fuzhou P= 0.002 P= 0.006 and genotype B appeared
significantly more common in asymptomatic carriers ASC  chronic hepatitis B CHB and severe hepatitis

SH . Genotype C was most prevalent in patients with liver cirrhosis LC 47.0% than in those with
ASC 14.5% and SH 14.7% P=0.009 P<0.001 . The positive rate of hepatitis B e antigen was
higher in patients with genotype C than in those with genotype B and genotype D 56.0% ws. 52.4%
P=0.008 and 56.0% ws.30.8% P =0.051 respectively . By correspondence analysis genotype D
and D-mixed genotype seemed to be correlated with hepatocellular carcinoma HCC . Conclusions 1
The major popular genotypes of HBV were B C and D in Fujian. 2 Data of our study suggested that the
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geographic distribution of genotype B and C might be different in some cities of Fujian. 3 Genotype B
might have a tendency to lead to SH in younger patients with chronic hepatitis B and the development of LC
might be associated with genotype C among the elder patients. 4 Genotype D appeared to associate with
development of HCC which called for further study to confirm.

Key words Hepatitis B virus Genotype Polymerase chain reaction-restriction fragment length
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