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Abstract  Objective To explore the relationship between methyl-tetra-hydrofolic acid MTHFR
677 gene polymorphism and the risk of stomach cancer. Methods A population based case-control study
was conducted and polymerase chain reaction- restriction fragment length polymorphism PCR- RFLP
method was used to detect its genotypes. Results Among cases with stomach cancer the frequency of
CC CT T T genotype were 25.8% 54.6% 19.6% compared with controls as 34.5% 50.9%
14.6% respectively. Using C C genotype as reference the OR of C T or T T genotype was 1.52 95%
CI 1.04-2.23 . 53.3% Cand 46.7% T allele were distributed in stomach cancer cases while 60.0% C
and 40.0% T in controls. The OR for T allele in relation to C allele was 1.31 1.02-1.69 when C allele
was used as reference. In addition the present study showed that MTHFR677 AnyT genotype might
interact with smoking moldy food intake wheat porridge intake eating salty food and Hp CagA infection
to increase the risk of stomach cancer. No interaction was observed between MTHFR677 AnyT genotype
and alcohol drinking or green tea intake. Conclusion MTHFR677 AnyT genotype might increase the
risk of stomach cancer development and the genotype might also interact with other environmental risk
factors to increase the risk of stomach cancer.
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PCR-RFLP
Promega Primerl 5" - cc 50 25.8 135 34.5
TGAAGGAGAAGGTGTCTGCGGGA-3"  Primer2 cT 106 54.6 199 50.9 1.44 0.96~2.15
TT 38 19.6 57 14.6 1.80 1.07~3.04

5" -AGGACGGTGCGGTGAGAGTG-3"  PCR

10X PCR 2 pl 20 pmol L ANTP
1.4 p1 0.2 pmol L 1Ll T 0.3pl
20 pl 95C 5 min
94C 30s 62C 45s 72C 30s 35
72C 5 min PCR 7 pl Hinf
1 4%
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C C 198 bp CT
198 bp 175 bp 23 bp TT
175 bp 23 bp 391 194
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OR  95%CI

CT TT 144 74.2 256 65.5 1.52 1.04~2.23

C 208 53.3 469  60.0
T 182 46.7 313 40.0 1.31 1.02~1.69

¥ =7.087 P=0.008
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Hp CagA 30% CC TC 65%
TT TC 5-
2.20 1.20~ DNA
3.95 TT CC
2 MTHFR677
OR 95% CI OR 95% CI
%
ccC 42 22.2 109 28.6
AnyT 108 57.1 209 54.9 1.34 0.88~2.05 1.52 0.97~2.38
CcC 6 3.2 23 6.0 0.68 0.26~1.78 0.79 0.29~2.18
AnyT 33 17.5 40 10.5 2.14 1.20~3.83 2.94 1.57~5.52
CcC 21 11.1 66 16.9
AnyT 64 33.9 136 34.9 1.48 0.83~2.63 1.56 0.85~2.87
CcC 28 14.8 69 17.7 1.28 0.66~2.46 1.47 0.67~3.20
AnyT 76 10.2 119 30.5 2.01 1.14~3.55 2.83 1.39~5.74
CcC 35 18.5 91 23.5
AnyT 14 7.4 44 11.3 0.83 0.40~1.69 1.08 0.50~2.36
cC 98 51.9 171 44.1 1.49 0.94~2.37 1.76 1.08~2.87
AnyT 42 22.2 82 21.1 1.33 0.78~2.28 1.75 0.96~3.20
CcC 13 7.14 56 15.0
AnyT 33 18.1 72 19.3 1.97 0.95~4.10 1.21 0.55~2.67
CcC 47 25.8 113 30.2 1.79 0.90~3.58 1.80 0.88~3.68
AnyT 89 48.9 133 35.6 2.88 1.49~5.58 2.00 0.98~4.10
CcC 24 12.4 73 18.7
AnyT 59 30.4 134 34.3 1.34 0.77~2.33 1.52 0.85~2.73
CcC 26 13.4 62 15.9 1.28 0.67~2.44 1.34 0.68~3.65
AnyT 85 43.8 122 31.2 3.12 1.24~3.63 2.49 1.41~4.40
CcC 37 19.4 102 36.6
AnyT 11 5.8 31 8.1 0.98 0.48~2.14 0.75 0.37~1.71
cC 103 53.9 203 52.9 1.40 0.90~2.18 1.50 0.93~2.40
AnyT 40 20.9 48 12.5 2.30 1.31~4.04 2.49 1.36~4.54
Hp CagA
- CcC 32 16.7 81 23.3
- AnyT 16 8.3 36 10.4 1.13 0.55~2.30 1.17 0.55~2.49
+ CcC 94 49.0 159 45.8 1.50 0.92~2.42 1.70 1.02~2.84
+ AnyT 50 26.0 71 20.5 1.78 1.03~3.08 2.20 1.20~3.95
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