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[ Abstract ] Objective To investigate the association between natural-resistance-associated
macrophage protein [{ NRAMP1) gene polymorphisms and susceptibility to pulmonary tuberculosis{ TB} in
Han nationality from Northern part of China, Metheds A 1:1 martched case-control study was adopted.
Polymerase chain reaction and restriction fragment length polymorphism technique were used to type the
two NRAMPI1 polymorphisms: INT4 and 3’ UTR. Information on environmental-related risk {actors and
pathological changes of tuberculosis was collected using a pre-tested standard questionnaire. Univariate and
multivariate conditional logistic analyses were conducted using SPSS for window software. Resulls A
sample consisting 124 pairs of cases and controls was studied. Univariate analysis demonstirated that the 3’
UTR TGTG + del genotype occurred more [requently in the cases than in the controls, with crude OR
(95% CI) being 2.923(1.557-5.487). No significant association was observed between TB and TNT4
polymorphism. In mullivariate analysis, associations of TB and 3'UTR TGTG + /del genotype remained,
after adjusting for scar of bacillus Calmette-Guérin vaccine, marriage status, body mass index and exposure
history. Adjusted QR {95% CI) was 2.955(1.369-6.381). Again, no significant association between
INT4 polymorphism and TB was {ound. Among different INT4 genotypes, the pathological characters of
pulmonary tuberculosis were also found different{y* = 9.634, P <0.05). Conclusion Polymorphism of 3’
UTR locus in NRAMPI1 gene mighe affect their susceptibility 10 TB in Han nationality living in the
northern part of China, and polymorphism of INT4 might affect the pathological characters of tuberculosis.

[Key words]  Pulmonary tuberculosis; Natural-resistance-associated macrophage protein 1 gene;
Polymorphism; Case-control study
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