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[ Abstract] Objective To ascertain the pathogen of aseptic encephalitis epidemic in Long-Yan city in
Fujian, and to find out the genetic characteristics of the virus. Methods Rapid detection of enteroviral
RNA by reverse transcription polymerasechain reaction(RT-PCR) was directly carried out in cerebrospinal
fluid(CSF) to isolate and identify the viruses from CSF at the same time, and to detect the neutralization
antibody in two serum specimens collected in acute and convalescence phase. Nucleotides of VP1 region was
also analyzed by constructing phylogenetic tree. Results ECHO 19 infection was rapidly diagnosed and
sequence analysed by RT-PCR, and then echovirus type 19 from 16 of 30 CSF samples(53.33% ) was
isolated and detected using RD and Hep-2 cells simultaneity. The titer of ECHO 19 neutralization antibody
became positive or increased by 4 times from acute to convalescence phase in 4 of the 5 patients.
Phylogenetic analyses of the VP1 genes of these isolates showed that their nucleotides identity were 98.9%-
100.0% which were different from those ECHO 19 from GeneBank database by 13.0%-22.4%.
Conclusion The etiology of the epidemic of aseptic encephalitis was attributed to ECHO 19. The method of
molecular identification not only provided rapid diagnosis of enterovirus infections, but also information
about the genetic character of the viruses.
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EET K30 pl; KM 94T 5 min, 94T 30 s,
42T 30 5,72°C 1 min 35 MEH . KBEFHFA 72C
10 min, WE PCR RN RE: F—RRN™Y
3ullWE LTS &1 pl, ANTP 2 pl, Taq B
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ARG 1 75 BT R TRE, ERESE D
N7 PR 4, oo RD 40 M 43 %5 3 5 FHep-2 40/,
{H RD 4R th FAETRAS, BT AR B A B L AR Z M4
MR B AT, AR B A B . 7E W I Y Hh AN BT AR
Wb, % ) BB v ECHO 19 8 & b 31 4k
B4, 8 R FE R B 0 3 Ath i B O T TR AR
PRERT , R IERAEABPBRLARETREIUREDR
5, FEOEE P B R B B G KOE RS, ik
B ek, - BREEA, BT BERRST
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®£3 ECHO 19 ® VP1 2KEEMSBHMF WM LB

csf26 csf2 csf4 csf13 csfl AF081332 AY167107 AJ241438 AY302544 AJ241430 AY121423

csf26 1.000 0.996 0.993 0.996 0.979 0.959 0.921 0.921 0.935 0.825
csf2 0.994 0.996 0.993 0.996 0.979 0.959 0.921 0.921 0.935 0.825
csf4 0.994 0.993 0.989 0.993 0.976 0.955 0.918 0.918 0.931 0.822
csfl3 0.993 0.992 0.994 0.989 0.972 0.952 0.914 0.914 0.928 0.819
csfl 0.990 0.989 0.992 0.990 0.976 0.955 0.918 0.918 0.931 0.825
AF081332 0.870 0.869 0.870 0.867 0.866 0.955 0.924 0.924 0.938 0.839
AY167107  0.830 0.827 0.829 0.826 0.825 0.836 0.924 0.924 0.938 0.819
AJ241438 0.779 0.778 0.777 0.776 0.779 0.794 0.789 1.000 0.972 0.822
AY302544 0.779 0.778 0.777 0.776 0.779 " 0.794 0.789 1.000 0.972 0.822
AJ241430 0.783 0.782 0.781 0.780 0.783 0.798 0.792 0.990 0.990 0.825
AY121423 0.729 0.728 0.726 0.723 0.726 0.717 0.706 0.709 0.709 0.711
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