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[Abstract] Molecular epidemiology, a branch of epidemiology, combines the theories and
methods, both in epidemiology and molecular biology. Molecular epidemiology mainly focuses on
biological markers, describing the distribution, occurrence, development and prognosis of diseases at
the molecular level. The completion of Human Genome Project and rapid development of Precision
Medicine and Big Data not only offer the new development opportunities but also bring about a higher

demand and new challenge for molecular epidemiology.
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