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[Abstract] Norovirus are now recognized as one of the main pathogens causing acute
gastroenteritis in both developed and developing countries. However, norovirus are easily mutated and
recombined, and have many genotypes. In early studies, norovirus were amplified and identified by
amino acid sequence of VP1 region. It was found that norovirus were easily mutated and recombined
in or near the overlapping regions of polymerase and capsid. A two regions genotyping method was
positively proposed internationally. Depending on the 2 times standard deviation standard method for
two regions identification, norovirus polymerase regions can be divided into 10 gene groups and 76
genotypes including 2 tentative gene groups and 16 tentative genotypes. The VPI region can be
divided into 12 gene groups and 53 genotypes including 2 tentative gene groups and 5 tentative
genotypes. However, the tentative gene groups and genotypes need to be further identified and
reclassified. In this article, characteristics of norovirus sequences, principles of different genotyping
methods, methods of sequence amplification, on-line genotyping tools and the latest studies in
norovirus genotypes are reviewed and introduced.
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SRR, HAiizor ik Cala SEt Iz A, B Ao
35 > Norovirus Typing Tool Version 2.0, H: ¥ i 4 https ./
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CLf A2 60 Fh I PRI A 1% 16 B e FERAY, VP IX L 48 Fhdt
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