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[ Abstract] Objective To investigate the distribution of HIV-1 genetic subtypes and
pretreatment drug resistance (PDR) among men who have sex with men (MSM) from 19 cities of 6
provinces in China. Methods From April to November 2019, 574 plasma samples of ART-naive
HIV-1 infected MSM were collected from 19 cities in Hebei, Shandong, Jiangsu, Zhejiang, Fujian, and
Guangdong provinces, total ribonucleic acid (RNA) was extracted and amplified the HIV-1 pol gene
region by nested polymerase chain reaction (PCR) after reverse transcription. Then sequences were
used to construct a phylogenetic tree to determine genetic subtypes and submitted to the Stanford
drug resistance database for drug resistance analysis. Results A total of 479 samples were
successfully amplified by PCR. The HIV-1 genetic subtypes included CRFO1_AE, CRF07_BC, B, CRF55_
01B, CRF59_01B, CRF65_cpx, CRF103_01B, CRF67_01B, CRF68_01B and unrecognized subtype,
which accounted for 43.4%, 36.3%, 6.3%, 5.9%, 0.8%, 0.8%, 0.4%, 0.4%, 0.2% and 5.5%,
respectively. The distribution of genetic subtypes among provinces is statistically different (x*=
44141, P<0.001). The overall PDR rate was 4.6% (22/479), the drug resistance rate of
non-nucleoside reverse transcriptase inhibitors, nucleoside reverse transcriptase inhibitors, and
protease inhibitors were 3.5% (17/479), 0.8% (4/479) and 0.2% (1/479), respectively. The PDR
rate of recent infections was significantly higher than that of long-term infections (y’=4.634, P=
0.031). Conclusions The HIV-1 genetic subtypes among MSM infected with HIV-1 from 19 cities of
6 provinces in China are diverse, and the distribution of subtypes is different among provinces. The
overall PDR rate is low, while the PDR rate of recent infections was significantly higher than that of
long-term infections, suggesting the surveillance of PDR in recent infections should be strengthened.
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resistance
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