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[ Abstract] Objective To understand the distribution of genotypes and sub-genotypes of
HBV in different ethnic groups in China. Methods The HBsAg positive samples were selected by
stratified multi-stage cluster sampling from the sample base of national HBV sero-epidemiological
survey in 2020 for the amplification of S gene of HBV by nested PCR. A phylogeny tree was
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constructed to determine the genotypes and sub-genotypes of HBV. The distribution of genotypes
and sub-genotypes of HBV were analyzed comprehensively by using laboratory data and
demographic data. Results A total of 1 539 positive samples from 15 ethnic groups were
successfully amplified and analyzed, and 5 genotypes (B, C, D, I and C/D) were detected. The
proportion of genotype B was higher in ethnic group of Han (74.52%, 623/836), Zhuang (49.28%,
34/69), Yi (53.19%, 25/47), Miao (94.12%, 32/34), Buyi (81.48%, 22/27). The proportions of
genotype C were higher in ethnic groups of Yao (70.91%, 39/55). Genotype D was the predominant
genotype in Uygur (83.78%, 31/37). Genotype C/D were detected in Tibetan (92.35%,326/353). In
this study, 11 cases of genotype [ were detected, 8 of which were distributed in Zhuang nationality.
Except for Tibetan, sub-genotype B2 accounted for more than 80.00% in genotype B in all ethnic
groups. The proportions of sub-genotype C2 were higher in 8 ethnic groups, i.e. Han, Tibetan, Yi,
Uygur, Mongolian, Manchu, Hui and Miao. The proportions of sub-genotype C5 were higher in ethnic
groups of Zhuang (55.56%, 15/27) and Yao (84.62%, 33/39). For genotype D, sub-genotype D3 was
detected in Yi ethnic group and sub-genotype D1 was detected in both Uygur and Kazak. The
proportions of sub-genotype C/D1 and C/D2 in Tibetan were 43.06% (152/353) and 49.29% (174/
353). For all the 11 cases of genotype I infection, only sub-genotype 11 was detected.Conclusions
Five genotypes and 15 sub-genotypes of HBV were found in 15 ethnic groups. There were significant
differences in the distribution of genotypes and sub-genotypes of HBV among different ethnic

groups.
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