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[ Abstract] At present, the public health risks caused by pathogenic fungi are greater in
China and have attracted great attention from disease control departments. Due to the difficulty in
diagnosing fungal infections, the public health risk of pathogenic fungi is currently hidden in the
unexplained pneumonia/encephalitis/fever syndrome and is not effectively appreciated. From the
public health perspective, the mainly focused fungal pathogens include highly pathogenic fungi
(including dimorphic fungi and dematiaceous fungi), pathogenic fungi that cause regional
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aggregation infections, and drug-resistant pathogenic fungi. However, due to the lack of systematic
monitoring data, the disease burden related to pathogenic fungi cannot be accurately quantified and
evaluated. Therefore, to effectively reduce the serious harm of fungal infections to the public,

systematic monitoring of pathogenic fungi should be carried out nationally.
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