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Study on HCV Infection and the Distribution of HCV Genotypes in Different Populations in
Shenyang Area Huang Fer , Dong Yaluo, Wang Zhanying, et al.” Department of Infectious
Disease, The Second Affiliated Hospital ,China Medical University,Shenyang 110003

Abstract 3 902 serum sam ples in different populations were tested for anti—HCV by ELISA.
Among 100 samples of them, genotypes of HCV were detected by PCR with type-specific pimers.
The results showed a) anti-HCV positive rates in general populations were 0. 42% — 1. 66% ; b)
anti—HCV positive rates in the group of post-transfusion hepatitis and sporadic hepatitis (excluding
HAV , HBV, EBV, CMV infection) , hepatitis B post hepatitis cirrhosis (excluding HBV infection)
and primary hepatocarcinoma were significantly higher than the group of patients without liver
diseases or the group of patients without transfusion (P <0.01); c¢) in HCV genotyping, HCVI ,
HCVALL I Al mixed type were 58% ,2% , 14% respectively. The rate of infection with HCVHI
was 8% in normal population but 91. P with typell HCV in the group of patients with
cdrrhosis. These results suggested (1)patients with different liver diseases were under high risk of
HCV infection; (2) type HCVAD  was predominant followed by HCVAIl as well as Il Al mixed in
HCV genotype distribution of Shenyang area. Different genotypes of HCV might be related to the
severty of hepatitis C.
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