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Abstract  Objective To study VP7 type of rotavirus from children with diarrhea in Chongging
area from 1998 to 2000. Methods Double-strand RNA of rotavirus extracted from stool samples was used
as the template for reverse transcription of gene VP7 which was followed by nested PCR for VP7 typing.
Nucleotide sequence analysis was used for VP7 typing. Results Among the 130 fecal specimens from
pediatric patients with acute gastroenteritis during the epidemic season of 1998-1999 fifty specimens
38.46% were identified as rotavirus-positive by RT-PCR. Of these serotype G1 was found to be largely
predominant and accounted for 88% 44/50  while serotype G3 accounted for 8% 4/50  coinfection of
G1 and G3 accounted for 4% 2/50 respectively. While during the next epidemic season from 1999 to
2000 thirty-eight 33.93% rotavirus positive specimens were detected from 112 stool samples by RT-
PCR. Serotype G3 increased significantly-up to 78.95% 30/38 and became the most prevalent serotype
in that season. It was found that only 13.16% 5/38 were serotype G1 7.89% 3/38 were G1 and G3
mixture. The nucleotide sequence analysis results agreed with the RT-PCR typing assay. Conclusions
Serotype G1 and G3 were the prevalent VP7 types in Chongqing China from 1998 to 2000. A shift from
G1 to G3 was observed in the last two successive epidemic seasons of rotavirus epidemics.
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2. RNA 400 pl
100 1l 5x TES 60 pg K 50 pl
10% 55C 1 h /
v/v=1 RNA
3. net-PCR
VP7
Beg9 + End9 -
RT-PCR 1 062 bp
aAT8 aBT1 aCT2
aDT4 aET3 aFT9 3’
RVGY
12
1 PCR
5 -3
Begd  GGCTTTAAAAGAGAGAATTTCCGTCTGG 1~28 -
End9 GGTCACATCATACAATTCTAATCTAAG 1062~1036 -
RVGY9 GGTCACATCATACAATTCT 1062~1044 -
aAT8 GTCACACCATTTGTAAATTCG 178 ~198 G8
aBT1 CAAGTACTCAAATCAATGATGG 314~335 Gl
aCT2  CAATGATATTAACACATTTTCTGTG 411~435 G2
aDT4 CGTTTCTGGTGAGGAGTTG 480~498 G3
akT3 CGTTTGAAGAAGTTGCAACAG 689 ~709 G4
aF'T9  CTAGATGTAACTACAACTAC 757~776  G9
4.PCR RT-PCR
10 x PCR 5 pI DMSO T% v/v
dNTPs200 pmol/L Beg9 End9
50 pmol/L DTT 2 pl RNA 1~5 pg
DEPC 50 pl 50 pd
95C 5 min AMT
10 U Taq 2 U 42C 30
min 94°C 5 min PCR 30 94°C
45 s 58C 45 s 72°C 1 min
72C 7 min
2 ng 10x PCR 5ul DMSO 7% v/v
dNTPs 200 pmol/L 6 1
50 pmol/L Tag 2 U DEPC
50 pl 50 pl
PCR30 8%
EB
5. ABI377

RT-PCR VP7

cDNA
6
749 652 374 583 885 306 bp
VP7 123489
1998 ~ 1999 130
50
Gl 88% 44/50 G3 8% 4/50
4% 2/50 Gl +G3 1999 ~ 2000
112
38 VP7 33.93% G3
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abdfi GI 749bp ¢h G3 374bp e Gl
G3 g VP7 c¢DNA 1062 bp j pUC
Mix Marker 1 116 883 692 501 489 404 331 242 190 147 111
89
1 RT-PCR
aa.87-101 307-351
Thr Glu Ala Ala Thr Glu Ile Asn Asp Asn Ser Trp Lys Asp Thr
No.43 ACT GAA GCA GCA ACA GAA ATA AAT GAT AAT TCA TGG AAG GAT ACA
Thr Glu Ala Ser Thr Gln Ile Asn Asp Gly Asp Trp Lys Asp Ser
Wa G1 ACT GAA GCA AGT ACT CAA ATC AAT GAT GGT GAC TGG AAA GAC TCA
Ala Glu Ala Lys Asn Glu Ile Ser Asp Asp Glu Trp Glu Asn Thr
HU-5 G2 GCA GAA GCT AAA AAT GAG ATT TCA GAT GAT GAA TGG GAA AAT ACT
Thr Glu Ala Ala Thr Glu Ile Asn Asp Asn Ser Trp Glu Asp Thr
YO G3 ACT GAA GCA GCA ACA GAA ATA AAT GAT AAT TCA TGG GAG GAT ACA
Ser Glu Ala Pro Thr Gln Ile Ser Asp Asn Glu Trp Lys Asp Thr
VA75 G4 TCT GAG GCT CCA ACT CAA ATT AGT GAT AAC GAA TGG AAA GAT ACA
Leu Glu Ala Glu Thr Glu Ile Ala Asp Ser Trp Trp Lys Asp Thr
69M G8 CTA GAA GCA GAG ACA GAG ATA GCA GAT AGT TGG TGG AAG GAT ACT
Pro Glu Ala Ser Thr Gln Ile Gly Asp Thr Glu Trp Lys Asp Thr
wi6l G9 CCT GAA GCA TCA ACT CAA ATT GGA GAT ACA GAA TGG AAA GAC ACT
aa.208-211 670-711
Leu Thr Thr Asp Thr Asn Thr Phe Glu Glu Val Ala Thr Ala
No.43 CTA ACA ACT GAT ACA AAC ACG TTT GAA GAA GTT GCA ACA GCT
GIn Thr Thr Asn Val Asp Ser Phe Glu Met lle Ala Glu Asn
Wa Gl CAA ACA ACA AAC GTA GAC TCA TTT GAA ATG ATT GCT GAG AAT
Lys Thr Thr Asp Val Asn Thr Phe Glu lle Val Ala Ser Ser
HU-5 G2 AAA ACT ACG GAT GTA AAC ACA TTT GAG ATT GTT GCG TCG TCT
Leu Thr Thr Asp Thr Asn Thr Phe Glu Glu Val Ala Thr Ala
YO G3 CTA ACT ACT GAT ACA AAC ACG TTC GAA GAA GTT GCA ACA GCT
GIn Thr Thr Asn Val Ala Thr Phe Glu Met Val Ala Asp Ser
VA7T5 G4 CAA ACA ACG AAT GTA GCT ACT TTT GAA ATG GTG GCT GAC AGT
Leu Thr Thr Asp Thr Thr Thr Phe Glu Glu Val Ala Thr Ala
69M G8 CTT ACC ACG GAT ACT ACA ACT TTT GAA GAA GTT GCA ACA GCT
Thr Thr Thr Asn Thr Ala Thr Phe Glu Glu Val Ala Ala Ser
wiel G9 ACA ACT ACA AAT ACA GCA ACA TTT GAG GAA GTG GCC GCA AGT
No.43 1998 ~ 2000 Wa Gl1 HU-5 G2 YO G3 VA75 G4 69M G8
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