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Genetic subtyping of HIV-1 in Liaoning province of China HAN Xiaoxu JIANG Yongjun SHANG
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Abstract  Objective To study the prevalence of HIV-1 in Liaoning province of China. Methods
Nuclear acids were extracted from blood samples of 16 HIV-1 infected individuals collected locally in
Liaoning province of China from Jun. 1997 to Dec.2000. The 0.7 kb or 1.2 kb segments of HIV-1 env
gene were amplified using nested-PCR and the HIV-1 genetic subtypes were then assayed by heteroduplex
mobility assay. Results Fifteen of 16 samples were positive by PCR amplification of HIV-1 env region and
samples were found to be genetic subtype A B' C E. The proportion due to sexual transmission in all HIV
infection was 31.25% 5 15  among which subtype B 3 5 was the majority. A man who returned
from Africa together with his spouse both had type A 2 5 infection. Intravenous drug users IDUs took
up 31.25% 5 15 of all the HIV infections. Subtype C 2 4 and E were predominant among intravenous
drug users. However there was one IDU with subtype B or E. Nearly all blood recipients and blood donors
were B 4 5 except one with C. Conclusion There have been several subtypes of HIV-1 existed in
Liaoning province demonstrating the complexity of HIV epidemology in Liaoning province and the
difficulty conducting prevention and treatment.
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