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Dissemination of insertion sequences IS605 1S606 among clinical isolates of Helicobacter pylori in China
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Abstract  Objective To study the distribution of IS605 1S606 among clinical isolates of Helicobacter
pylori in China. Methods A total of 104 H. pylori strains isolated from 5 different geographic regions in China
were analyzed by PCR and dot-blot. Results Forty-two strains out of the 104 isolates from 5 regions in China were
found containing IS605 with 19 containing IS606. The frequency 66%  of IS605 positive strains from Yunnan
province was higher than that from other areas. The different distribution of I1S606 was neither associated with
geographical regions nor with the presence of 1S605 but IS606 were associated with the different clinical outcomes.
However the two reading frames ORFA and ORFB of IS605 were constantly coexisting. Conclusion In China
[S605 and IS606 of H. pylori were widely exisiting but the present of IS605 in H. pylori might be associated with
geographic origin.
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PCR Clean Up Kit Promega
digoxigenin-dUTP DNA
Boehringer Mannheim
1. Hp DNA 3d  Hp
0.5ml STE 1.5 ml 10 000 r/min
30 s 500 pd TE
10%SDS 80 ;1 68°C 10 min
1 1710
3 mol/L -20C 30 min 75%
2 500 pl TE pH 8.0 -
20C
2.PCR Hp
1S605
opening reading frame ORF ORFA
37bp 384 bp
1S605 ORFA 5"-
CGCCTTGATCGTTTCAGGATTAGC-3 ’ 5°-
CAACCAACCGAAGCAAGCATAATC -3 ORFB
68 bp 709 bp IS605  ORFB 5 -
GGCTGTTCTAGGGTCGTGTATAAC-3 ' 5'-
CAAGCTAGATGCAATCTAGCTACC-3'
1S605
1 1S606
3.18605 ORFA ORFB  PCR 50 pl PCR
dNTP 2.5 mmol/L 4 pl 10 pmol/pl
441 DNA 3 pul Tag DNA 5U/ul 14l
94C 5 min 94°C I min 52°C
30s 72C 1 min 30 72C
5 min
4.1S605 15606 PCR PCR
94°C 5 min 94°C 1 min
50C 1 min 72°C 2 min 30
72°C 5 min
5.PCR PCR
PCR
6.DNA
1S605 15606 PCR
7 2

PCR

104  Hp IS605 42 IS606 19
I[S605 ORFA  PCR 1
15605 2
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400byp
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1.100 bp DNA ladder 2.26695 3.J99 4.G61B 5.C99A 6.
G40A 7.C55A 8.ES8A 9.AI180A 10.G72A 11.G40B 12.(G333B
13.EI183A 14.E172B 15. E257A
1 IS605 ORFA  PCR

1 2
A . ¥
® o0
Al ~ A8 *x CAPMNI124 CAPMNI125 CAPMNI26 CAPMNI130 R71 CHI1
CH4 CH5 Bl ~ B8 YNI-6 YN4-6 YN4-2 YN4-11 YNI-1 YN1-2 YNI-17

YNI-18 C1 ~ C8 DUQT28 DUQT35 DUQT36 GUTP61 PCM327 PCM416
PCM432 PCM587

3

2 15605
1S605 15606
1. 18605 18606
1
2. 1S605 1606
2
1 15605 1S606
1S605 15606
% %
+ + 39 20 51 7 18
+ 32 14 44 7 22
18 5 28 1 6
12 3 25 2 17
101 42 42 17 17
1S605 v Y'=4.33 U=3
P>0.1 1S605
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2 Hp IS605 15606 1S606 IS605
18605 18606 5
% % 18605
38 12 32 10 26
. SN | p 0.05< P<0.1 15605 Hp
28 11 39 5 18 IS605 Hp
18 12 67 11
13 5 38 1 8
103 42 41 19 18
; ; 18605 18605
18606 - £=2.24 U=3
P>0.5 IS606
15605 Hp IS605
15605 g °=9.27 U=4
X X cagA 98% 18605
0.05<P<0.1 IS605
) cagA
i 90% CI 15606 X 18605
x'=1.03 U=4 P>0.25 15606 1606 18% 19/104
1S606 33%
IS606
15606 1S605 Hp
15605 ORFA
ORFB ORFA ORFB
15605
15605
IS605 1S606
Hp 15605
IS605 1S606
15200 3 Hp 1606
IS605 IS606
IS605 IS606  1/3 118605 18606
Hp cagA wvacA  flaA
ureA-ureB 70 18605 15606
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