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[Abstract] Objective T define the main genotypes in Guizhou agricultural areas by molecular
epidemiclogic investigation of 21 Borvelia burgdorferi sensu lato of Lyme disease spirochetes and to provide
the scientific bases for formulating a preventive policy. Methods  Polymerase chain reaction ( PCR )}
technique was used to amplily the 233(rrl)-53(rrf) intergenic spacer, and amplified products were analyzed
by restriction fragment length polymorphism{ RFLP) and nucleotide sequencing. Results There were two
genospecies in the strains: 20 strains belong to Borrelic weloisiang, 1 stwain is Borelia sp. Conclusion
Borrelia walaisiana was the main genotype in Guizhou agricultural areas. The harmness of B. wlaisiana
to humian being has been confirmed. In order to efficiently prevent the harmness of agent to the people in

Guizhou agriculture areas, we should study the risk further.
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e EPRFE NS E R S Bk, RN A R 21 H(R
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3.58~23S rRNA ZHER X RFLP 2347 .
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B burghrferl 054 Kidney of attic  ## A
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100 V.8 hiLik, #I%t4rF B E (Mr)Marker 4
PBR322/Haell .

(4)PEMRAR R 0 B3 3K TS, W IRE B AT B W
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GroupDN127; L. M 2} Group21123,
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PIRRISE & —8 0 1 SR 11 f 18 A HERL -
B, 11 5 12,13,19.23 B E MR RE,
SRR SRR, 12 B EsR B sp, N
B. valaisiana . MFSEEIT .

AAATATTCATGTT TTTUAKIATT TAA
ATGTTIT L IAAALAL TCATT A

TTTATTT I TIARGTTT I [AAA AT

TCATGTTTTIGAAGTTTTA
CATGTTTTTGAXTGTTIGA
OCTTAAMTTIATTT T TAIGT T AA
AGTTTTTUAMIATITIG
ACATGGAT TCAACAAAGATATATATTATT
11 ﬂummmmu‘mmmWGMAnammmﬂa‘mm
ATGGATTCAACAAAGATATATATTATT
7 TIEMFHWGTAAAAAKFAAAMAGW FACATUGATTAAAUAAAGATATATAT TATT
12 TTTAAATAATGTAAAAAGTAAAATAGATAT TGACATGAAT TCGAACAAAGATATATATTCTT
19 TICAAATAAT GTAARAAATAA AATAGATAT TGACAT GEAT TAAACAANGATALATAT TATT
23 TTTAAATAADGTAAAAAKTAAAATAGG TAT TGACATUGA TGAACAAAGATATATATTGTT
1 TIATGTTGTATAAACAART TGGCAAAATAGAGATGGAAGATAAAAATATGGTCAAAGTAA
11 TEAIGTTGCATAAACAAAT TOGCAAAATAGAGATCOAAGATAAAAATATG! l‘iM‘\G!"M
13 TTATGTTGTATAAACAA AT TCGCAAANTAGAGATGGAAGATAAAA KT
ATGOTCAAN. l‘AA
GTAA

19 TTAIGTTGCATAAACAANTTOGCAAAATAGAGATGCAAGATAAAAATATGG TUAAAGTAA.
23 TTATGTTGCATAAACAAAT TGOCAAAIAGAGAN GO AAGATAAAAATATGETCAAAGTAA
1 TAAGAGTCTATGGTGAATGOUTAGA

12 TAAGAGTCTATGGTUAATGOCTAGA
19 TAAG: GOCTAGA
23 TAAGAGTUTATGG I GAANGOCTAGA

3.21 BB MEBERER SRR, £ 55235
rRINA BB ]/ X RELP 4+ ¥ B 5804047, 21 #e
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1:GK1; 2: PI®1; 3: GM4; 4: GS5; 5; GML; 6: GC3: 7: GC4;
8:G33:9:GK2;10:C3461; M;Marker; 24; 20047; 25 FP1
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11:GXT1L,12.G0G4, 13, GOL-35 14 GOL; 15: GSL 16: GXBL2,
17:G52: 18: GXL18; 19: GC3-3;20; GXL2; M: Marker; 21 : GK7;22:
GM2;23:GZH32; 26:CH4
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