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Study on the polymorphisme of human leucocyte antigen-DRB1 -DQA1 and -DQBI alleles in patients with
hepatitis B JIANG Ye-gui WANG Yu-ming. Institute of Infectious Diseases  Southwest Hospital — Third Military
Medical University ~Chongqing 400038  China

Abstract Objective  To investigate the association between the polymorphism of human leucocyte
antigen HLA -DRB1 -DQA1 and -DQBI1 alleles and viral hepatitis B. Methods =~ HLA-DRBI -DQALI
and -DQBI alleles in 52 patients with chronic hepatitis B 30 patients with acute hepatitis B and 106 normal control
subjects were analysed using the polymerase chain reaction/sequence specific primer PCR/SSP  technique.
Results The allele frequencies of HLA-DRBI * 0301 -DQA1 * 0501 and -DQBI * 0301 in the chronic hepatitis
B group 17.31% 25.96% 35.58% were markedly higher than that in the normal control group 5.67%
13.36% 18.87%  with statistical significance i =12.3068 P,; =0.0074 ¥3=9.2002 P, =0.0157 3=
15.5938 P,3=0.0075 . The allele frequencies of HLA-DRB1 * 1101/1104 and -DQA1 * 0301 in the chronic
hepatitis B group 0.96% 14.42% were markedly lower than that in the acute hepatitis B group 13.33%
30%  with significant correlation between them yf=11.9206 P, =0.0145 y3=18.7396 P,=0.0167 .
Conclusion HLA-DRB1 * 0301 -DQAI * 0501 and -DQBI * 0301 were closely associated with the susceptibility
to chronic hepatitis B while HLA-DRB1 * 1101/1104 and -DQA1 * 0301 closely associated with the resistance to
chronic hepatitis B. These findings suggested that host HLA class [[ gene was an important factor determining the
outcome of HBV infection.
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HLA-DRB1 -DQA1 -DQBI
/
1 52 2000
43 9 33+9 30
2000 24
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2.
1 DNA ReadyPCR™
DNA DNA
2 PCR/SSP HLA- DRB1 -DQA1
-DQBI1 SSP
PCR
HLA- [
2 PCR/
SSp HLA- I 2
89
HLA-DRB1 HLA-DQA1 HLA-DQB1 2
SSP HLA-DRBI1 * 1 ~ 10
10 HLA-DQA1 13  HLA -DQA1
PCR
2% 15 V/em 20 min
DNA
PCR
5.

primer 5" -GCC TTC CCA ACC ATT CCC TTA-3' 3'-
primer 5" -TCA CGG ATT TCT GTT GTG TTTC-3’
429 bp
PCR

e v’ >3.84 Fisher P

P P, P, P
1. HLA-DRBI1
HLA-DRBI1 * 1201/1202 * 1501/
1502 * 0901
HLA-DRBI1 * 0301
Y= 12.3068 P, =
0.0074 1 HLA-DRBI1 * 1101/
1104
XZ: 11.9206 P.=0.0145 1  HILA-
DRBI1 1
1 HLA-DRBI %
HLA-DRBI n =106 n=52 n =30
0101,/0103 1 0.47 1 0.96 1 1.67
0301 " 12 5.66 18 17.31 6 10.00
0401/0411 24 11.32 13 12.50 7 11.67
0701,/0702 11 5.19 8 7.69 4 6.67
0801./0804 9 4.25 6 5.77 3 5.00
0901 32 15.09 16 15.39 8 13.33
1001 2 0.94 2 1.92 1 1.67
1101/1104* 13 6.13 1 0.96 8 13.33
1201/1202 34 16.04 15 14.42 8 13.33
1301/1302 4 1.89 1 0.96 1 1.67
1303/1304 1 0.47 1 0.96 1 1.67
1401 1404 14 6.60 6 5.77 4 6.67
1402 1403 0 0.00 0 0.00 0 0.00
1501/1502 34 16.04 11 10.58 5 8.33
1601/1602 13 6.13 2 1.92 1 1.67
*y?=12.3068 P,=0.0074 #y*=11.9206 P,=0.0145
o | ! 3 4 5 & 7 B % 0@ pL 12 03 |4 |5
429 hp

140 b

M pBR322DNA/MSP | marker 1 negative control 2 0101/0103 3
0301 4 0401/0411 5 0701/0702 6 0801/0804 7 0901 8 1001 9
110171104 10 1201/1202 11 1301/1302 12 1303/1304 13 1401
1404 14 1402 1403 15 1501/1502 16 1601/1602

1 PCR/SSP HLA-DRBI1

2. HLA-DQA1
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HLA-DQAT1 * 0301 * 0102
% 0501 HLA-DQAL1
* 0501
X2 =9.2002 P,=0.0157 2
HLA -DQAT1 * 0301
v =17.6781
P, =0.0388 2  HLA-DQA1
2
2 HLA-DQA1 %
HLA-DQAI n =106 n=52 n =30

0101 17 8.02 9 8.65 4 6.67
0102 45 21.23 22 21.15 12 20.00
0103 9 4.25 5 4.81 2 3.33
0104 3 1.42 1 0.96 1 1.67
0201 7 3.30 3 2.88 1 1.67
0301~ 57 26.89 15 14.42 18 30.00
0302 1 0.47 0 0.00 0 0.00
0401 2 0.49 1 0.96 1 1.67
0501* 29 13.68 27 25.96 10 16.67
0601 23 10.85 12 11.54 6 10.00

* y*=7.6781 P,=0.0388 # ¥*>=9.2002 P,=0.0157

M pBR322DNA/MSP | marker 1 negative control 2 0101/0104 3
0101/0102/0104 4 0102/0103 5 0103 6 0201 7 0301 8 0302 9

0401 10 0501 11 0601 12 A * 0104 A
* 0104 A
2 PCR/SSP HLA-DQAI1
3. HLA-DQBI
HLA-DQBI1 * 0301 * 0303
* 0201 HLA-DQBI
* 0301
y'=15.5938 P,=0.0075 3  HLA-
DQBI
3 HLA-DQBI
3

3 HLA-DQBI1 %
HLA-DQBI n =106 n=>52 n =30
0201 23 10.85 10 9.62 6 10.00
0301~ 40 18.87 37  35.58 16 26.67
0302 14 6.61 6 5.77 3 5.00
0303 35 16.51 15 14.42 10 16.67
0401 11 5.19 5 4.81 3 5.00
0402 2 0.94 1 0.96 1 1.67
0501 9 4.25 3 2.83 2 3.33
0502 20 9.43 7 6.73 3 5.00
0503 6 2.83 2 1.92 1 1.67
0601 20 9.43 7 6.73 7 11.67
0602 12 5.66 4 3.85 3 5.00
0603 5 2.36 2 1.92 1 1.67
0604 7 3.30 2 1.92 2 3.33

* ¥*=15.5938 P,=0.0075

M pBR322DNA/MSP [ marker 1 negative control 2 0201 3 0201/
0302 4 0301 5 030270303 6 0303 7 0401 8 0402 9 0501 10
0502 11 0503 12 0601 13 0602 14 0603 15 0604

3 PCR/SSP  HLA-DQBI
HLA- I PCR
PCR/SSO
PCR/RFLP
PCR/SSP PCR/SSCP
PCR/HD PCR-finger printing
DNA DNA sequencing 3
PCR/SSP
HLA- I
PCR/SSP
HLA-DRBI 14 HLA-DQA1
10  HLA-DQBI 13
HLA-DRBI HLA-DRBI

*1201/1202 * 1501/1502 * 0901 HLA-DQAI
HLA-DQA1 *0301 = 0102 * 0501 HLA-
DOB1 HLA-DQBI * 0301 * 0303 =

0201
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