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Abstract  Objective ~ To study the survival and developmental morphology of Parachlamydia

BN9  within Acanthamoeba. Methods  The morphology of BN9 within Acanthamoeba was studied by

inverted phase contrast microscope electron microscope Gimenez and AO-staining with amoebal co-
culture. Results  The endosomal maturation-blocked were formed after the egress of BN9. Two
developmental stages-elementary and reticulate bodies were both observed within the vacuoles. The
reticulate bodies multiplicated by binary fission were located mainly within the vacuoles while the
elementary bodies can also be located in the plasma individually. The naked cluster particles were observed
after the trophozoites cytolysis with Gimenez-staining. The light infectious trophozoites could encyst and
elementary bodies could survive within the mature cysts. Conclusion  The egress of BN9 could form the
endosomal maturation-blocked which was presented in two developmental stages-elementary and reticulate
bodies. It exhibited the cytolysin activity that could lyse the infectious trophozoites and were expelled in the
vesicles. A few light infected amoeba could encyst with survival elementary bodies in the plasma.
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