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Application of gene sequence cluster in research for H3 antigenic evolution of influenza A virus ZHANG
Wen-tong , JIANG Qing-wu, JIANG Lu-fang, JU Li-wen. Department of Health Staiistic, School of
Public Health , Fudan University, Shanghai 200032, China

[ Abstract] Objective Gene sequence data were clustered to explore evolution lineages of H3 antigen
of influenza A virus. Methods All data of H3 RNA sequence in NCBI Genbank and Influenza sequence
database were downloaded and aligned in ClustalX while two step cluster method were applied to explore the
data. Results All sequences were aggregated into ten clusters, while seven of them mainly were human
virus. Human virus and avain/other mammal virus were separated into different clusters distinctively, but
coexisted into same clusters with swine virus. Time and host distribution were very distinctive in these
clusters, but no geographic distribution features were found. Conclusion With the interaction of human
immunity system, H3 antigen mutated significantly every 5-7 years, and the speed of mutation had
accelerated with the application of influenza vaccines in recent years. Meanwhile, human and swine
influenza virus were not separated distinctly between clusters indicting that they had short inheritance
distance. Result showed again that swine served as the mixer for antigenic recombination of different
influenza virus.
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