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RAE HEF FEF F£RE TH% WHEH KFTF ZhenF.Fu HKikdHk

[HE] BN SWMABE2HERREREARBEANERRFS, THRERKEEFKS
ANAEBRERFREERRNER., HE DEZITOEEKRT 2004 5% 8 A A K 100 AR ER
A BHERBASRBENRKAERE. URT-PCREVWHRFLEAREEALER, HEWN
FlE#TlEEsth. £R 2B 2HKERKE,H 56 E K Henan Hbl 5 Henan Sql, JF 51 43 #7
ZH 2 HRENNER 1 BERRE 2 HRREN NEFS G ERAETRORE L3 899.3%
98.9% , WERMBF B FIH8. 7% M98.4% . 2 HRHEL CINRERRABRKHES N EESEG
ERMBETERFEES B H89.1% M85.6% ~85.7% , AXBMF B 25 H97.6% ~ 98.0%
92.3%, SEMMEE 1 HERFREME 2 HRFRESNERTHENAR D HE BN 2 #oK 2R R
EE NEAS5CERBERBEHEEDBH2.1% ~93.2%M91.9% ~92.1% , & & 8 F 44 5 5
H297.5% ~98.6% F196.0% ~96.2% o Henan Sql BRRBAEME A X MM T ALK 333 it W ik
T R. 24K E 4 H7% 8 Henan Hbl 55 Henan Sql 5 ED B JE 7 WAk (2 81 Bk CTN. H H 4+ B bk, LA &
REEDRT WA B X REE, 58 3aG.PV.ERA R # CVS REH L X ZRIET,
B 2HERFEREFR I MERRE BEXLER NEELRGEENEERFS, ULKESH
FRMBERFISEHMN | RERFERIEORIE-ERNER
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[ Abstract] Objective To analyze the genetic characteristics of two rabies virus isolates from Henan
province and to compare their relations hip with known rabies virus isolates and vaccine strains. Methods
Rabies viral antigens were detected in 100 canine brains by immunofluorescence assay method. Rabies virus
was isolated through inoculating the suspensions of positive brains into suckling mice. N gene and G were
amplified by RT-PCR and sequenced. Phylogenetic trees were constructed for the analysis on genetic
characteristics of rabies virus. Results Two rabies virus strains were isolated (Henan Hbl and Henan
Sql). Data from sequential comparison revealed that the nucleotide and amino acid identities of N and G
gene between the two isolates were 99.3% and 98.9% , and 98.7% and 98.4% respectively. The two
isolates were more closely related to CTN, with the homogeny of N gene and G gene as 89.1% and
85.6%-85.7% at the nucleotide level, but 97.6%-98.0% and 92.3% at the amino acid level
respectively, than to other vaccine strains. When comparing with other known viruses including Chinese
isolates, the two stains shared closer identity with the isolates from Indonesia, and the rates of homogeny of
N and G gene were 92.1%-93.2% and 91.9%-92.1% at the nucleotide level, 97.5%-98.6% and
96.0%-96.2% at the amino acid level, respectively. Data from the deduced amino acid sequences revealed
that some amino acid residues including the residues in the N and G antigenic sites were substituted in the
two isolates. Furthermore, phylogenetic analysis showed that the two isolates were also more closely related
to the strains from Indonesia and vaccine strain CTN than to any other known street viruses and vaccine
strains. Conclusion Both Henan Hbl and Henan Sql belonged to genotype 1. However, the N and G
gene diverged from known street viruses and vaccine strains at either nucleotide level or amino acid level.
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BERFERTHRRERNERKRER, BAS
FERM AR RNA S, WA H 3 %WE SR
WKHSE NP MGHL S MRHBERGEHEH,
ARG EE (NP) B E A (NSP & PP) B &
H(MP) WEHA(GP) M FHAESD(LP), EF
¥, REFERBAEHERTE KT EE, AR
FHXAEHAT A THEELREERRARR, URE
KRB ELSHNRTHRE" BN EN AT
S, REBRERBRRITRTENERZ—,
EXIERBHIRREM R E A, IR
2HRIERBFHT T REEST . BRSHMESE
BOARKERZEKRNER, AEREHERKR
PR RAE

MRETE

LARASRE . F 2004 £ 7 AN A BEERLM
TR, BB 24, P 8 9 o s A T R 2
R, RPRCIE R R E A B ik
B %E CENTOCOR A,

2R HURR PH A B R B RE 0.3 g, 0
HEEHE (500 Uml) 5% B £ (2 mg/ml) ¥ PBS
(pHET7. ) BFE R 10% W, MNEM2 -4 HRE
R, 5 R RESH10~30 ul, #ELEWE21 do

3.RT-PCR: #& B R A B 5, A TRIzol i
F (Invitrogen) A B WAL R A M AR PRILD
RNA. RT-PCR ff Al 51 5 N7%0, 304", P1'" |
P4963'* . P3294""' | SDXBA"" #j X #% TaKaRa 2\
AWM. LA N7 K PLEIHIE A AMV i 5% 5% B8 T
42C 90 min¥i ¢ &M N.G #H# DNA, b3
PINT 5304 53¢ N EH, F519 P1 5 P4963 X
GHEE#GE—-RY B, A5 P3294 5 SDXBA
X G REEHITE BT W, PCR MR &4 :94C
WS min,94C 1 min,37C 1 min,72C 3 min,
P10 48 3F, 94C 1 min, 52C 1 min, 72T
3 min,# # 20 MEF, PCR =Y 2 1% B i5 8 &
JEs 9k S5 L B PCR =¥ #ifbid i & (K& £ A W) 4
Ak TR, [ U S5 B 7= 4 3% 4% F pMDI8-T Vector (K
# TaKaRa),# L ZE IM109 B2 540 M, PRtk
YeTikE , kKR ESEMEARE RA R HETFFINE

4.DNA 304087 : SO ¥ Clustal W %k
62, Fl MEGA3(3. 1) 84 LA&R 5 48 3% 3% (NJ) 14
BAGREW. WA 500 MFEFIH, FRPAT
HEMTREMBIERFE N 56 RHNFFRET

GenBank, £ 1.
F1 MRPEANERREEESIEEAEEFS

273 mE e 3 N #H G %H
CTN PN FEILK  AF367863 AY009100
3aG PN FEILE  AF155039 104522
ERA X %H AF406695  AF406693
Ccvs ¥  BE AF406696  AF406694
PV .- BE M13215 M13215
Mokola IE B HFME  NC006429 NC006429
SAD BI19 - ®H M31046  M31046
SRV9 - AF499686 AF499686
RC-HL -  HZE D16331 D14873
HEP-Flury - %H AB085828 AB085828
HM65 A B AY219000 AY257980
HMS88 A B AY219002 AY257982
AY956319 A g AY956319 AY956319
Skrdg0203cw X #HE DQO76124 DQO76104
Skrrd0205he x HE DQ076127 DQ076096
Skrrd9903yg 5% HHE DQ076131  DQ076099
SN01-23 K EUERFE AB154236 ABI115921
Ballina SRIE BMAFE  AF006497  AF006497
D48 X #E AY218997 -
857r % B AY352458 -
3561d X EBW AY352481 -
RV259 W MBERATE AY352491 -
196p 4 ELENTH  AY352495 -
THA-Abha X ZE AB178895 -
9212ALL n EE U22475 -
9215HON A BFH U43025 -
8658YOU 4 MHiRLR U42705 -
4795 X% AY352498 —
BBCAN WREE mEX AF351833 -
SWO1-11 X EERTET ABIS4239 -
Komatsugawa K RN AY352494 -
V684 R B AY854593 -
Insectivorous bat tRiE  EH AF351850 -
86132AS A I U22848 -
BRdg10 X B - AB110658
SORABN9239 W mEX - U11750
CNX8601 A P ETE - AY009098
CNX8511 A HETE - AY009099
CGX89-1 *x HECHE - 104523
MALI1-HM A EBEAE - AF325487
NY516 GERE MEX - U27214
MEX2-BT YREE AVEH - AF325492
IVC1-UN - BFERE - AF325482
MOR2-DG X FE % BF - AF325467
THA1-HM A *E - AF325488
USAS8-BT WE EE - AF325494
POL2-HM A E2 - AF325465
8743THA - RH - AF401285
CHI1-BK i fE - AF325471
CHANDO3 X g - AY987478
& g

1R 72« L i T AR I B4 B R 80 R
B 20 Ko 7E 100 SR b 46 90 4 R 2 B B
WSR2 HHEEERBROERERMNE,2 SRS
BFHE 8RB 13 REKMW. KWW H I, TH K
7 , G5 5 SR I X O BR P L 2 BRIE R 9 5 5 Bl fn 4
4 Henan Hbl 5 Henan Sql,
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2.N BHMBERE . TEIT 2 KRR N
HAEHR,2 RFEFH N EEBLK1424 bp, HH —
AN FF RS HE (ORF) , B4 F71 nt, & 1k F1424 ne,
TG 450aa M EH. 2HBREN N ZREBHRS
BEBRFFIRERESS N H9.3% M98.7% (%
D, 5X 1P I BAERKENBZETRAEE R
83.8% ~93.2% S EAERFIEEH4.5% ~
98.6% . 2 ¥k # 5 B EE JE P 4 3 B SNO01-23 I
SWOL- I EHRAEERW R E S, 25 Hh
92.1% ~93.2% F197.5% ~ 98.6% ., 5 ¥ ¥ bk Ml
B, CTN ZHitk S 2 kBN T RAESE RS,
¥ 089.1% , SHAZE K HE K CVS MEH RF IR
FES4.4% ~87.9% 2 [H] ;2 ¥k I 5 (9 & 5 B [7) U 1
5 HEP-Flury £ 5 ,598.0% ~98.2% ,45 CTN X
Z,H97.6%~98.0% , 5 H AR & CVSIHA
ERFEETEY. 5% ~97.3% 2 H, 2 EESE
W 2~7 BERWE N ZEEET RTS8 R A
F78.0% S BRF 51 [ BEMEAE T93.3%

BHESH2HHE N EgEERFIISEHR
FEEE 1 BERFESHREE KW, Henan Hbl 7ELL
TEERME KA T HH#:42S.165T.378V . 379L .
397S.447T, Hvh 378V 3791 .397S # #i & 4 7E &%
B HAPUE X s Henan Sql & A4 % 6 09 R 2B AL A5
A :42S.157Y .334T.379L.397S, H # 379L #i 397S
BREAAELZEAMNIRER ., SEEEMELL,2 &
REHELF INEEBRARTER K, Hb5%
HHEEFNE 378 5379 BAERALTEEAN
PUE NI X,% 397 i BB THREBRK— Th
il 0 A S

3.6 ®HE# 3 {E ¥ 1F : Henan Hbl 5 Henan
Sql #) G EE LK H1575 bp, 55 524 ME IR
MREEAMNE. 2HFZRN C EEBETRE A
ERRT5 0 R IR 2 51 8 98.9% F198.4% (% 3).
HFRFSHMERE | AERFREAEEIIK FE
KMBEARBEEROFHET AN HN3.5%.
12.0% .22.6% , BEAM X 3 B 4 [R] 51 o T SR R IX A0
ARG HEASHMER 1 MERKEZTRRA
T R75.5% ~92.1% , ES N E LR 5 [F
WP NS85.8% ~96.2% . 2 MRS ERA LA
MR SNO1-23 [F Wit B, A 1 MR S R R R U
43 51891.9% ~92.1% F196.0% ~96.2% ., HIKE
thE T H A B8k CNX8511 & CNX8601, # H M Al
TP B1490.3% ~90.4% , B EBR A F EEY K

94.7% . 1B 5 [ 5 4 2 % 5 F % CGX89-1 K&
CHI1-BKR B B8 & & 5 R 19 R R MR 54K, 2 5 oh
83.8% ~86.7%F92.7% ~94.7% , 2 ¥k & A5
HHRMEL, ZTREEERRAEEERHE CTN
FE TR, HAZAT BRRHIR 43 31 }985. 6% #185.7% , &
HRRFFEHES R92.3% o 5 H A A K8 %
R BRI YR M 7E80.4% ~83. 1% Z i), R MR W
BHETEST. 7% ~91.1% 2, 2 BB S EF2~7
BIERFE G EENEFRTI AR EEMLT
72.7% EERFFIFRE L TFE2.6% .

# HE 2 1) Henan Hbl & Henan Sql G EHA MK
ARESEBRIEH S HM 1 BIERRERLRER,
Henan Hbl # &4 T W F & 5 B & #: 9G. 33K,
128S. 156G 168C, 204G, 2431, 2491, 253S, 264H,
289T.318S. 3321, 382H. 4271, H # 128S. 156G,
168C.2491,253S.264H 3£ 6 4L RN MR R H K
PUR X ; Henan Sql &4 T 07T &M B e : 1288,
156G 168C. 204G, 2431, 2491, 253S, 264H, 279E ,
280G.289T . 3321, 333W ., 382H. 4271, £ & 128S,
156G .168C.2491,253S.264H, 279E, 280G # # it}
PAERE QPR IX, T 204 L &M THE A
9 AchR 45 & #fL. 7 AMETR M, 7 333 {i
XHEH) T SIS, Henan Sql B R # W FrEUR, &
247N W 7E R BE Z 1L O 5., Henan Hbl 5 Henan Sql
HD,RETHER NEHIIRNBIER,

PHREBEARAKEERFISREAR

BB CTN B2 S M/, 43 B 30 7129 A8

HBAR, Kb 333,336,349 2R AN THEA
7 G R X ,247.249.253.,264 273,278,279 .280
EFNEANTFRERN GVX, -

4. RERENN N ZRUERNRELER
JLE 1, Henan Hbl & Henan Sql 5ENE R 2
WATEEME SNO1-23 & SWOL-1l WA KRB X E &
L4 EEHERKZ, PEAREEK CIN B
R Z o Henan Hbl K Henan Sql 5 Hfl . H K
BHE CEE EELE, UK AR — i FEREL
(ARE, AREEMNE2HRFEEHNSFEN A
— R 3aG L E B EE H % PV, RS
¥k ERA i fb X R IR,

A G EEMENREREM(E2)5/H N 2EHE
SATIEE R — 30,2 BOWE 5 B JE 75 YE.SNO1-23 4%
H X R EE, KK ES E 7 E 7 & ¥ CNX8601
5 CNX8s1l . B R 5 o H i # ¥k CGX89-1



%2 YR Henan Hbl 15 Henan Sql i 85 5 14 5 BN o MR SRR 5.5 BUAEE R ) 5t
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36
1 Henan Hbl 99.3 89.1 85.4 86.8 87.1 87.6 87.6 84.4 87.6 87.7 92.1 93.0 87.4 87.0 87.5 87.9 B84.8 86.8 86.3 87.0 86.9 86.9 85.1 86.3 86.9 85.6 85.7 87.2 86.086.1 86.0 83.8 75.1 70.7 68.4
2 Henan Sql 98.7 89.1 85.4 86.9 87.4 87.7 87.7 84.4 87.6 87.9 92.4 93.2 87.6 87.0 87.6 87.9 85.1 86.8 86.5 éT 186.9 86.9 85.1 86.3 86.9 85.7 85.5 87.3 86. 086.2 8.0 83.9 75.3 70.7 68.1
3 CIN 97.6 98.0 86.7 88.0 97.7 88.2 88.2 85.8 88.2 88.2 89.6 89.5 88.8 88.3 88.9 89.0 84.3 87.1 87.7 86.8 86.5 86.4 87.4 87.8 87.4 87.0 86.9 87.8 87.9 87.4 87.7 84.4 76.9 72.2 68.9
4 3aG 945 947 949 91.9 91.8 92.1 92.1 96.5 91.4 92,1 84.1 84.7 83.9 83.7 84.0 84.3 83.4 87.4 93.2 87.1 87.4 87.2 90.2 87.2 87.8 92.5 86.3 92.8 92.6 93.0 88.0 84.2 75.1 70.8 87.2
5 PV 96.7 97.1 97.1 94.7 98.7 99.0 99.0 91.2 92.7 99.0 85.5 86.1 86.5 85.7 86.5 86.3 84.4 89.9 93.0 89.6 89.5 89.4 91.1 89.4 89.3 92.5 89.0 93.1 92.3 92.8 89.2 85.3 76.3 71.4 69.3
6 ERA 95.8 965 958 938 97.6 99.3 99.3 91.0 92.4 99.5 85.6 86.4 86. 1 85.5 86.1 86.3 84.0 89.0 92.7 89.4 89.2 89.1 91.0 88.9 89.2 92.2 88.8 93.1 92.0 92.5 83.8 84.8 76.2 71.3 68.9
7 SADBI9 97.1 973 97.1 951 989 98.0 100 91.4 92.8 99.6 86.0 86.8 86.7 86.1 86.7 86.8 84.3 90.2 93.0 89.8 89.6 89.5 91.4 89.3 89.7 92.8 89.1 93.3 92.3 92.8 89.1 85.1 76.9 71.8 69.4
8 SRV9 97.1 973 971 951 989 98.0 99.8 91.4 92.8 99.6 86.0 86.8 86.7 86.1 85.7 86.8 84.3 90.2 93.0 89.8 89.6 89.5 91.4 89.3 89.7 92.8 89.1 93.3 92.3 92.8 89.1 85.1 76.9 71.8 69.4
9 RC-HL 947 949 951 969 949 940 953 953 90.6 91.4 83.4 84.1 83.5 82.9 83.5 83.4 82.7 87.7 92.8 87.0 87.4 87.1 89.5 86.5 88.1 92.3 86.0 92.2 91.8 92.2 87.1 83.1 75.0 70.7 67.4
10 HEP-Flury 98.0 982 98.0 958 98.0 97.1 984 984 96.0 92.8 86.0 86.6 86.2 85.8 86.3 86.5 84.3 89.1 92.4 89.1 89.1 89.2 90.8 89.1 89.0 92.1 88.5 92.9 91.8 91.7 89.2 85.7 76.0 71.3 70.4
11 CVS 97.1 973 97.1 951 989 984 993 993 953 984 86.1 86.9 86.8 86.1 86.8 86.8 84.4 90.2 93.1 89.7 89.6 89.4 91.4 89.3 89.6 92.7 89.2 93.4 82.4 92.8 89.2 85.3 76.9 72.0 69.5
12 SNO1-23 975 97.7 97.7 952 96.8 959 973 973 954 984 973 95.8 86.9 86.3 85.9 87.3 84.1 85.0 84.7 85.4 85.8 86.0 84.1 84.4 85.2 84.6 84.5 85.6 83.7 84.5 84.4 83.4 75.8 72.3 67.2
13 SW01-11 984 98.6 98.6 96.1 979 97.0 984 984 96.6 99.5 58.4 98.9 88.2 87.5 88.2 88.3 84.8 85.8 85.4 86.0 86.6 86.6 84.6 85.4 86.0 84.7 84.9 86.2 84.3 85.3 85.0 83.6 76.0 72.5 67.4
14 D48 969 97.1 969 944 96.6 957 97.1 97.1 946 97.8 97.1 975 982 87.8 100 96.9 83.4 85.3 85.0 85.3 85.3 85.3 85.2 85.6 85.2 84.6 84.4 84.8 84.485 0 85.6 83.8 76.0 71.3 67.9
15 HM65 96.6 969 96.6 942 964 955 969 969 944 975 ‘96.9 97.3 979 98.7 97.8 96.3 83.0 84.8 84.5 84.6 84.6 84.7 84.9 84.9 84.9 84.4 84.3 84.9 84.984.6 85.2 83.7 75.4 70.7 67.9
16 HM88 969 97.1 969 944 966 957 97.1 97.1 946 97.8 97.1 97.5 982 99.8 98.7 97.0 83.4 85.4 85.0 85.3 85.4 85.3 85.2 85.6 85.2 84.6 84.4 84.9 84.485.0 85.6 83.9 76.0 71.4 67.9
17 THA-Abha 969 97.1 969 947 96.7 958 97.1 97.1 947 978 971 975 982 989 98.7 989 84.0 85.1 85.0 85.3 85.2 85.0 85.4 85.4 85.0 84.8 84.5 85.1 85.3 85.1 85.6 84.4 76.3 72.1 67.3
18 Insectivorous bat 96.9  96.9 96.7 933 95.6 947 960 96.0 938 969 96.0 966 973 96.0 957 96.0 96.0 83.2 84.5 83.4 83.3 82.9 82.9 84.1 83.7 84.1 84.2 84.3 84.1 84.3 84.3 89.4 75.1 71.3 68.0
19 Komatsugawa 96.9 97.1 969 947 969 960 973 973 949 978 973 97.0 982 969 96.6 969 969 95.8 89.1 97.6 97.1 96.7 88.6 93.4 98.2 88.9 92.3 90.0 89.1 89.1 93.1 83.0 77.2 69.0 68.1
20 RV259 97.1 973 97.1 953 973 965 978 978 958 984 978 973 984 969 97.1 969 969 96.0 969 89.0 89.0 88.6 90.6 88.5 88.8 97.9 88.0 93.9 95.2 95 3 88.6 84.7 76.6 73.1 68.4
21 Skrdg0203cw 97.1 97.3 97.1 949 97.1 962 976 97.6 951 980 97.6 973 984 97.1 969 97.1 97.1 96.0 99.1 97.1 98.2 97.8 88.5 92.5 96.9 88.8 91.3 90.1 88.989.1 92.3 83.1 77.2 69.5 68.7
22 Skrrd020She  97.1 973 97.1 949 97.1 962 97.6 97.6 953 98.0 97.6 973 984 97.1 969 97.1 97.1 950 99.1 97.1 993 98.7 88.0 92.6 96.6 88.6 91.1 90.2 88.4 83.9 92.4 83.1 76.9 69.6 69.0
23 Skrrd9903yg  96.9 97.1 96.9 947 969 96.0 973 973 949 978 973 97.0 982 969 96.6 969 969 958 989 969 99.1 99.1 87.8 92.7 96.2 88.5 91.3 89.8 88.1 88.5 92.5 83.2 76.3 69.3 68.9
24 V684 96.7 969 96.7 949 96.7 958 97.1 97.1 951 98.0 97.1 973 982 96.6 964 969 96.7 958 96.9 97.1 971 97.1 96.9 88.8 88.4 90.4 88.2 91.1 80.7 91.0 88.8 82.9 76.5 71.8 69.2
25 196p 96.9 97.1 969 947 969 96.0 973 973 949 978 973 970 982 969 956 969 969 960 989 969 99.1 99.1 989 969 92.8 88.5 92.8 89.0 88.6 88.8 96.5 83.4 76.7 69.7 68.5
26 857r 97.1 973 97.1 949 97.1 962 97.6 97.6 951 98.0 97.6 973 984 97.1 969 97.1 97.1 960 99.1 971 993 993 99.1 97.1 99.1 88.4 91.6 90.1 88.7 88.9 92.5 83.4 77.2 69.2 68.5
27 3561d 96.5 96.7 96.5 945 96.5 95.6 969 969 947 97.8 969 973 97.7 962 964 962 962 953 962 98.7 995 96.5 962 96.5 962 96.5 87.5 93.2 94,4 94,7 88.4 84.1 76.0 72.7 68.1
28 4795 97.1 973 97.1 947 969 96.0 973 973 949 978 973 973 982 969 96.6 969 969 96.5 989 969 99.1 991 989 969 989 99.1 96.2 88.2 87.987.7 92.7 83.4 77.2 71.0 69.4
29 8658YOU 97.1 973 97.1 949 97.1 962 976 97.6 951 984 97.6 977 989 969 96.6 969 969 96.0 969 976 97.1 97.1 969 97.1 969 97.1 969 96.9 94.193.7 89.4 85.1 76.9 72.0 68.7
309212ALL 96.7 96.9 969 944 967 958 97.1 97.1 947 98.0 97.1 968 979 962 964 962 964 956 964 97.8 967 967 964 96.9 96.4 96.7 97.1 96.4 97.1 95.2 89.2 84.1 76.0 71.9 68.4
31 9215HON 97.1 973 97.1 953 973 96.5 978 97.8 956 984 97.8 973 984 969 97.0 969 969 960 969 980 97.1 971 969 971 969 97.1 973 969 976 976 88.9 84.4 76.3 72.0 68.8
32 AY956319 969 97.1 969 947 969 96.0 973 973 949 974 973 97.0 982 969 96.6 969 969 960 989 969 99.1 99.1 989 973 993 99.1 96.2 989 969 96.4 969 83.5 76.7 70.1 68.4
33 BBCAN 95.6 958 96.0 933 958 949 962 962 93.6 96.7 962 96.1 97.3 955 957 955 956 962 958 96.0 96.0 950 95.8 951 96.0 96.0 949 960 958 951 95.6 96.0 75.0 71.3 69.4
34 Ballina 91.6 91.8 920 894 916 90.7 92.0 92.0 89.6 922 920 922 929 93.0 924 930 922 916 91.6 920 91.8 91.8 91.6 91.4 920 922 91.1 918 91.6 909 92.0 91.8 916 74.5 69.7
35 86132AS 88.0 87.8 882 856 874 865 87.8 87.8 865 882 87.8 88.6 89.0 88.1 874 88.]1 874 885 874 880 876 878 874 878 87.6 88.0 87.1 878 87.8 87.3 8.0 97.6 874 898 70.3
36 Mokola 814 809 814 79.6 814 805 81.8 81.8 803 81.6 81.8 812 81.7 825 822 825 820 823 812 820 814 81.6 812 812 814 81.8 814 81.6 812 81.8 81.6 814 812 838 847
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%3 JAH4 Henan Hbl & Henan Sql % 895 5 1 0 K B 4 MR K UL 1) 5 BUARFE RO B0 T

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36
1 Henan Hbl 98.9 85.6 81.4 81.5 B1.4 81.5 81.2 80.8 83.1 81.6 90.3 90.4 86.7 84.4 91.9 86.0 86.0 85.0 85.8 86.0 83.4 83.9 83.7 84.5 83.9 84.3 81.4 82.3 84.4 81.2 78.5 80.8 77.5 67.0 52.7
2 HenanSql 984 85.7 80.8 81.2 81.1 81.2 81.0 80.4 82.9 81.4 90.4 90.4 86.6 83.8 92.1 85.8 86.0 85.2 86.1 86.1 83.2 83.4 83.0 83.9 83.3 83.8 80.9 81.8 84.1 81.2 78.5 80.5 77.7 67.4 52.6
3 CIN 92.3 923 82.3 82.1 82.2 82.4 82.1 81.4 83.1 82.5 86.4 86.4 93.3 83.9 86.8 87.0 87.0 85.6 86.6 86. 8‘ 83.2 83.7 83.7 82.3 81.9 82.0 79.8 81.2 83.9 80.2 79.1 790.9 76.9 66.9 52.7
4 3aG 87.9 877 83.1 90.8 90.7 90.6 90.3 95.8 89.0 90.8 82.0 82.0 82.7 60.8 81.5 81.0 81.3 79.8 80.7 81.4 82.5 93.0 92.5 84. 4 84.3 84.2 84.1 B4.7 88.7 85.0 75.6 78.2 75.8 66.5 51.8
5 PV 90.7 905 895 8§99 97.9 97.6 97.3 90.1 90.5 98.0 82.7 82.7 82.3 92.2 82.6 81.9 81.8 81.0 80.9 82.1 84.3 92,1 92.4 86.1 86.0 85.6 85.6 86.0 89.3 88.6 77.4 79.5 76.6 67.1 51.4
6 ERA 89.7 89.5 893 893 96.0 99.4 99.1 90.1 90.1 99.6 83.1 83.1 82.5 92.6 82.3 81.6 81.7 80.6 81.0 82.1 84.0 92,5 92.6 86.0 85.9 85.6 85.4 85.9 89.6 87.4 76.9 79.1 76.7 67.7 51.1
7 SADBI9 90.1 899 89.7 895 960 986 99.7 90.0 90.0 99.4 83.2 83.2 82.8 92.8 82.6 82.1 82.1 81.0 81.4 82.5 83.9 92.5 92.4 86.0 85.8 85.5 85.4 86.0 89.5 87.5 77.3 79.4 76.9 67.8 51.5
8 SRV 89.3 893 89.1 88.7 953 97.8 99.0 89.7 89.7 99.1 82.9 82.9 82.5 92.4 82.3 81.9 81.8 80.7 81.1 82.2 83.5 92.2 92.0 85.6 85.4 85.2 85.0 85.6 89.3 87.2 76.9 79.2 76.5 67.3 51.5
9 RC-HL 88.1 879 879 945 905 903 90.5 897 87.9 80.1 82.6 81.6 81.9 90.1 81.0 81.0 80.7 79.8 80.2 81.0 82.9 92.6 91.8 84.5 B4.3 84.1 84.3 85.2 87.7 83.8 74.9 78.7 76.0 66.4 51.7
10 HEP-Flury 91.1 91.1 91.1 903 925 915 91.7 91.1 905 90.3 84.1 84.1 83.3 90.7 83.7 83.8 83.5 82.5 82.2 83.7 85.2 91.2 90.6 87.2 86.8 86.8 86.1 86.2 90.4 84.8 79.2 80, 3 78.3 67.9 52.5
11CVS 90.1 899 89.7 89.7 964 98.6 986 978 90.1 9.7 83.3 83.3 82.7 92.8 82.6 B81.9 81.6 81.0 81.2 82.3 84.3 92.6 92.7 86.2 86.1 85.8 85.6 86.1 89.7 87.6 77.3 78.3 76.9 67.6 51.1
12 CNX8511 94.7 947 929 903 91.7 91.7 921 913 909 93.1 921 99.9 88.2 85.5 90.5 87.5 87.2 86.2 86.4 87.1 85.2 85.1 85.2 84.5 83.9 84.4 82.2 83.2 86.0 82.7 78.6 82.1 77.8 66.2 52.2
13 CNX8601 947 947 929 903 91.7 91.7 92.1 913 909 93.1 ‘921 99.8 88.2 85.5 90.6 87.5 87.2 86.2 86.4 87.1 85.2 851 85.2 84.5 83.9 84.4 82.2 83.2 86.0 82.7 78.6 82.1 77.8 66.3 52.1
14 CGX89-1 94.7 945 947 897 92.1 913 917 909 90.1 929 91.7 951 951 84.5 87.7 87.8 87.7 86.2 87.2 87.5 83.5 84,7 84.8 83,5 83.1 83.2 81.6 82.7 84.7 80.6 79.5 80.7 78.3 67.0 52.7
15 CHI1-BK 929 927 919 913 937 935 939 93.1 917 94‘3. 93.9 953 953 943 84.6 84.5 84.0 83.2 83.4 84.1 86.0 93.7 93.2 87.4 86.9 86.8 86.4 87.1 90.8 87.1 77.4 80.4 78.1 68.4 52.2
16 SNO1-23 962 960 93.1 893 91.7 909 91.3 905 89.3 92.1 91.5 953 953 957 943 87.2 87.2 86.0 87.4 87.2 84.5 84.7 84.0 84.3 83.7 84.2 81.4 82.7 85.0 81.4 79.3 81.4 77.7 67.6 54.0
17MALI-HM 943 94,1 923 889 913 907 91.1 903 893 929 91.1 953 953 951 943 955 95.7 95.0 94.8 95.9 83.7 84.5 83.9 83.4 83.0 82.9 81.7 82.7 84.1 80.5 78.4 81.3 76.8 67.0 53.0
18 THA1-HM 93.7 935 923 89.1 911 907 911 903 895 927 91.1 953 953 951 943 949 972 95.7 97.7 98.6 83.3 84.1 84.1 82.4 81.8 81.9 81.8 82.4 84.0 81.0 78.8 80.9 77.5 67.3 52.3
19 8743THA 93.1 929 911 87.9 90.7 903 90.7 899 885 915 90.7 939 939 94.1 935 945 974 966 95.3 95.7 83.0 82.9 82.8 82.6 82.3 82.2 81.5 82.0 82.9 79.4 77.5 80.8 76.6 65.7 53.5
20 HM88 93.1 929 919 887 903 90.1 90.5 897 89.1 919 90.5 949 949 947 937 943 970 938 954 97.6 82.6 83.7 83.3 81.8 81.4 81.4 81.2 81.8 83.1 80.6 78.0 80.4 77.3 67.7 53.2
21 HM65 93.7 935 923 88895 909 907 91.1 903 893 925 91.1 953 953 951 943 949 976 994 970 992 83.8 84.3 83.8 82.4 82.1 82.1 81.9 82.5 84.1 81.0 78.4 80.8 77.6 67.4 53.0
22 IVC1-UN 929 927 911 90.1 925 919 923 915 90.7 929 923 951 951 93.1 951 943 945 93.7 933 935 94.1 86.4 85.7 86.2 85.8 85.8 84.6 84.7 85.8 82.5 77.7 81.3 77.9 68.1 53.4
23 MOR2-DG 93.7 937 929 925 937 939 941 933 929 951 941 96.2 952 953 972 949 949 949 939 947 949 957 95.2 88.1 87.7 87.9 87.4 87.7 91.3 86.9 77.3 80.9 78.5 69.0 53.2
24 POL2-HM 92.5 923 919 919 941 943 941 933 923 943 945 95.1 951 941 968 937 937 939 929 93.7 939 947 978 87.0 86.8 86.8 86.5 87.3 91.2 86.8 76.8 80.2 78.3 68.9 52.6
25 Skrdg0203cw 93.1 93.1 92.1 90.9 935 929 933 925 91.3 945 933 949 949 943 964 943 943 941 93.5 937 941 955 972 96.0 98.5 98.5 90.0 90.5 87.9 82.9 76.9 79.7 77.3 68.0 54.2
26 Skred0205he 92,5 92.5 913 903 931 925 929 92 905 937 931 943 943 935 957 937 939 935 929 931 935 947 964 953 986 99.0 90.0 90.4 87.8 82.8 76.7 79.8 77.1 67.8 54. 1
27 Skird9903yg 927 927 915 903 927 921 925 921 905 939 927 947 947 937 957 939 939 939 93.1 935 939 949 968 957 986 982 89.8 90.3 87.7 82.5 76.5 79.6 77.2 67.7 54.1
28 90RABN9239 91.3 91.3 90.7 89.7 915 91.1 91.5 90.7 903 929 91.7 935 935 925 945 929 923 92.1 915 91.7 92.0 93.1 955 945 958 955 951 91.3 86.6 82.9 77.1 79.2 78.0 66.8 53.9
29 AY956319 929 929 917 905 925 925 929 921 911 94.1 929 949 949 943 957 939 94.1 939 929 935 939 941 968 957 968 964 960 95.1 87.7 84.0 78.1 80.2 77.3 67.8 54.0
30 BRdgl0 93.7 937 929 911 927 92.7 929 92.1 915 945 929 955 955 951 96.4 953 945 941 93.1 937 941 949 976 964 972 966 964 949 96.2 85.6 78.7 81.5 78,7 68.4 53.4
31 CHANDO3 90.7 90.7 887 88.1 929 91.3 91.5 907 887 905 915 92.1 921 907 915 915 909 905 899 90.1 903 925 927 91.5 91.9 9.1 9.1 905 925 919 77.2 78.1 76.3 66.6 52.8
32 NY516 89.7 89.7 879 854 875 872 874 866 850 88.1 875 897 89.7 89.9 885 902 893 887 88.1 835 887 885 899 883 89.5 89.1 88.9 837 89.7 89.9 879 82.1 79.1 66.5 53.5
33 USA8-BT 89.1 889 872 854 874 87.0 875 872 858 879 874 89.9 899 891 29.1 899 899 837 881 889 89.1 885 89.9 885 89.1 89,1 88.7 887 899 893 87.0 89.9 83,3 68.3 55.0
34 MEX2-BT 860 858 B84.6 826 B850 B84.2 84.8 B840 828 864 848 872 872 868 87.0 874 866 864 856 854 864 864 877 87.0 868 86.6 86.6 874 875 87.0 848 872 868 66.9 52,9
35 Ballina 793 79.1 780 776 782 79.1 793 784 767 791 79.1 799 799 80.1 79.1 795 801 793 79.1 79.5 797 79.1 80.1 789 793 79.1 786 793 799 799 782 799 79.1 799 55.5
36 Mokola 59.1 589 585 589 597 599 60.3 599 59.1 599 599 597 597 595 60.1 593 599 59.1 597 593 593 60.1 607 60.1 607 60.7 60.3 603 60.3 60.7 595 59.9 61.1 595 61.3
e HFE2
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RFEN ¥ CTN, B3k 7 W4 B # MAL1-HM, A X
% E 4 B ¥ HM65 . HMS88 , THA1-HM .8743THA 4+
R —HN, B R RE, BEREENE,
o E R B é CHIL-BK RE# # 3aG 5 CVS
W EH, KX KX HAZE# PV.SAD B19.ERA,
RC-HL &b Xk REE, A ER — 4N,

9212111
9215HON
3G
RC-HL

196p
AY9563 19
4795

94 Skerd9903yy

Lk Skrd0205he

Skrdg0203cw

100 Komatsugawa
99 857r

98170 ' HMS8
HW6S
1001 THA Abha
TN

BBCAN
T .

Ballina bat
8613243
v

Bl FERWAEREAZENREEEN

B2 HRREEEHREREREN
W

RS (T 3 B R 3 & X () IR & # X Y
R BAE 20 2 50 4F AR B A AR AR
RAE , EAERER PR R E, 2004 4
LA REE R 130 #, b 2003 FEH M T 2.831%,
F b, B AT T B A B R % 8 38 1 R X T
AR R B R S R TR R R A E
BE XL,

ERAE N ZEMAXNET, FATERKREN

PR R A FRAWRFEM RS, Henan Hbl
Y5 Henan Sql kIR 1 hEKE 1 BIERKE N &
HEH BRI A 783.8% ~93.2% , & FL MR [F 1
H94.5% ~98.6% . 2 HWE G BEEBEHRER
EMORAEEGSERE | WERBENRS. B
A BRI R S T 0 A BUARHE 2 Bk A
1 B R .

N#H5G £HEKFH /4R B8, Henan
Hbl 5 Henan Sql 5EVER AL} Bk HE TR
SPEAR CTN BB S P94 0K, DL R TR 7 .2
EHRARES B REERE, L XRERIE,
DX B AR R B AT BB AE P EONMBE W AT, T
BWERESRAT TR E R IER KR AT RER
TR, X5RATE &R X524
Bz 4% fH Henan Hbl X Henan Sql 5 Ep &
JE V8 9 T MR I R R M iy, AL S R B, T 5 3R
HTESBEHK . 4Bk, CHIL-BK 47 Bk, UK
CTN 1 3aG % 1 Bk 5] JR v AR X 800K, BEAL R R
L, XEHKEERRBHHFMLXRERNE R,

%t Henan Hb1 X Henan Sql 59 M #1788 &
HABEEQAEENRESSNER, 2 KKETS
CINZHBRNBEHRAAERRAESERS M5 H
MR R RIC, RAEK TR R BRI T
MEERTIRA, 2 RWHEEEED F5EE K
BESMULEARYEZR EHEONBEIR LS
9N FPERBROESR, INE 247 M EREE
A EEREHBEZES., ULERAEEL, &
FEH %17 A 25 F Henan Hbl % Henan Sql AYZER
WEL,HCTN BE AT HWERRZE T TR K
R RE, BT A 3G 5 PV F& HkE ™
FIAFERBEY, XH ERA B EHREFHNERAE
RFEHREEA CTN A= 1B — B iR
MEEHFTH LR,

BEAANMLERT DR, B I S0
BEREHEMDRE, MESTERFRFENF LB
WEHETH XY, RIEWPIREAEENL L%
MEEESBORERORE YR  EE—-1 R
FEFR I e BP T L kR B 0 O RBUR D™,
ULAESk , 7E TR B ) A [R] 2 DX AH 4%t B T R 3t X A
Kk 10 £ E G =48 B ER W 8 & WAT, WA
R AR 320 S 0T R RATRRAE S X e B 4
WX WATHER RTINS 5 B0R TSR

FEABRS, 3 2 KW E S ARERFS
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S5CHM 1 BERBERLEER,2 HRBER
SAXMARBERRUNAFARET 15 L EERE
R EERXBNE UL B3UBRETEER
B, BEOLEERTFIMSHEFERMLEET
EPSAREMBEH . B, XEHERA A HE
REBHEM TR TR SBURNE, RBOERME
SRS HTH WAT FRAE IR A R T — S BT

GiERTR, RATAW A R B2 B 2 RER
WE, BIER N BEEE G ZBRETRFS, UL
HoHfe 5 i R B R ZE BT 51 5 B A 17 75tk R bk
BE—ERES, BRI 02 5 508
LABTIRBE R RBOR R . B, A LB
FERE R TS B 48 3t T JAE R 89 23 7 47 9 o B
58, T MAT IR SRR Z R FE R R LR
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(W5 H 18 :2006-03-26)
(FXHE-TEF)

- BT TR BB -

M T # X 2005 4 AR E RE R T

KL kE£¥H KREA

2005 SEFTM T 7T W) X 2 5% A & AR BEHI K AL Yei B R I 1K
13 72 KL RS T AT AR L 2L — B RO &, AT F

1 BATHER 2005 & RAERESLERE 3&, W R
MR EPZ AEERRRME 1 #, EEELRRRFH
L, S RERE 171 6], FHBAERT 41% , ERTH
BliRE , RRAKBE 10 BIMEFE TR, KPRE—EK
BREFEXISH. ELERREBT, KEAREESHK
10#8(4576.92% ), RE 2 8. KB 1 &,

2. AT FHRAE . OB 4370 . Bk 7.8.11.12 A 4, %
BYAEEBEE RPU4ABAEBEMERA 4 8
(30.77% ). HIEHEH ERK24 d, BE4 d. QMK Hi:
X B3N SHEBEEEER MK, TEEPE = HHE
GR).ESHCE) BRSQCE);¥RBRAEE 224
B3R ¥ TE K¥28), TR LIE. QABS
fi FHIBBRL A A U TERFEA N E, i 165 4, 5

A& AL 310024 HUAM 7 38 DCH P B BY 42 i o 0

96.49% , T A 6 ,53.51%, FEOH ., BA25 %, B/DS
%, BEEBEEYFRM TS UTHSE, 538.46% ;14
SUTH 0%, 576.92%,

3,148 :2005 4EHUM T P A X K A= R M S 45 P A1
EH13EMF 2004 F57T R METHETI7.19%. B
Py | LA PR RSB R Yo &, o p XBAKIE GBI — . R
EHHUERNBRAMBFER XE5ERTARTEES, H
ERERIAAE RZERMBMREFR BN SE
MAREEEEREE L. XTI . RITAADAEITLAS
BESHITIERMESRE, - FAHETHRIN T~ L KE
LM BV REEERE MR FR, Ik Y 5B H A
WEGNE, THRESEEE. 55— 855 56
FIRE B Bt B A A TR R O R S WMBUN R &
HEWTHOHB T RN S/ THE REET AERPR
B EREREL,

(s A ¥ :2006-10-11)
(BB HKHR)



