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HEWRR 62 L EP A BEAR A R B R ARk 10 5 (16.13%), BEE B L Rk 5
(8.06% ), BE A JABFAL FE UMK 4 43 (6.45% ) ; MIBARA Rt B HUR AR K 5 2(8.06% ), B %E
BSR4 63(6.45% ) BB TRKIE 1 1 (1.61%). B 5 ARG HERRMES G
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[Abstract] Objective To understand the epidemic status of Ricketssia in Xinyang areas of Henan
province. Methods Samples including liver, spleen, kidney from mouse and chigger mites from Xinyang
areas and serum samples’ were detected by nested-polymerase chain reaction ( PCR) and indirect
immunofluorescence assay(IFA). Results In 62 viscus samples from mice organs, the positive rates were
16.13%, 8.06% and 6.45% for Orientia tsutsugamushi , R. typhii and Spotted fever group rickettsiae
respectively. In blood clots samples from mice, the positive rates were 8.06% ,6.45% and 1.61% for
O. tsutsugamushi, R.typhii and Spotted fever group rickettsiae respectively. Three out of 26 mouse
serum samples were positive for the predicted f{luorexcent intensity O.tsutsugamushi. Conclusion
Using nested-PCR and IFA methods, O. tsutsugamushi , R. typhii and Spotted fever group rickettsiae
were detected in the captured mice living in Xinyang areas of Henan province. Results showed that there
were intensive natural reserviors of Rickettsia in Henan province, suggesting that the risk of outbreak of
Rickettsia in these areas was high.
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(groEL) B B R X &3 @ R3I89 (R. rickettsia
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SCHR (3,41, 31 1 %) 9 : SF1: 5'-GAT AGA AGA
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AAA GCA ATG ATG-3', TF1:5-ATA TAT CAC
AGT ACT TTG CAA C-3',TR2:5'-GTT CCT AAC
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