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[Abstract] Objective To study the correlation between Vibrio cholerae strains isolated from natural
enviroment and fishery producis and the source of infection during V. choleree outbreaks.
-Methods Cholera wxin gene was detected by polymerase chain reaction(PCR) amplification. Pulsed-field
gel electrophoresis (PFGE) was used to subtype the isolates. Results of PFGE were analyzed and clustered
by BioNumerics software{ Version 4.0). Results During the outbreaks, a total number of thirty 0139
V. cholerae related serogroups were collected from patients, carriers, sewage and fishery productswere
identilied and proved to be toxigenic. They could be clustered into four PRGE patterns when digesied by
Not 1. These two V. cholerne outbreaks were caused by the same source of infection because of the
following reasons: (1) PFGE patterns of the predominant strains isolated from two cutbreaks were
identical; (2} they were identical to the PFGE patterns of the strains isolated from the green turtle and rana
cateshiana which were bought from the same wholesale store. Conclusion Green turtle and rana cateshiana
that were contaminated by toxigenic 0139 V. cholerae strains seemed to be the source of infection causing
the 0139 V. cholerae outbrezks in Jiangxi province. Rapid lahoratory surveillance and epidemiologic
investigation were important in identifying the source of infection during the outbreaks of V. cholera.
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