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[Abstract] Objective To explore the carrier state of hepatitis E virus(HEV) in livestock in Xi’an
area. Methods
house. Reverse transcriptase nested polymerase chain reaction (RT-nPCR) was employed to amplify the
ORF, region in HEV RNA genome. All positive samples were sequenced and compared with data from
194,178, 79
and 191 bile samples from swine, canine, cow and sheep were collected. Positive rates with RT-nPCR
method in these domestic animals were 4.10% , 0% , 0% and 0% respectively. Genetic distance analysis
indicated that strains being identified were close to genotype IV of HEV, then genotype [, [ and Il in

Bile samples from swine, canine, sheep and cow were collected from a local slaughtering

GenBank. Homology analysis was conducted based on the outcome of sequencing. Results

nucleic acid. Same outcome was shown by the same analysis on amino acid. Conclusion

Swine was the

only reservoir of HEV in livestock and genotype IV was the prevalent genotype.
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1. 3Z 38 ¥ $l : TRIzol Reagent W F Gibco /2 A ;
5194 8 PCR =M F it R ELEY TEA
F15E ;s Taq B8 M-MLV i ¥ 8 . INTPs. DNA
ladder M9 B F ARG A Y TERARAH

2RARE 2007 F 3 -4 ANTEEHLES
BRI AR A 194 1, RIBVH R A 178 13, 4
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BRI #RAS 79 4, EREH AR A 191 136

3.9%% RNA £ 5: O BUE 100 pl, il TRIzol
Reagent 500 ul, HIEIRS), ZiR#H ES min, MAE
15100 pl, & F R 27,12 000 1/min B L> 10 min; @ B
L MASEBRARE, BEIRAS, 12 000 r/minE
£>10 min; @ W E W&, i1 A DEPC L2 H) 75% K
ZE1 ml, BB 4,12 000 r/mingS L 10 min; @R
FEWE, A VK Z B ml, BiER 457,12 000 r/minEg
£ 10 min; @ W E W 4, BB F, i1 50 ul DEPC K,
-20CIREEHA,

4. %% KR X R A B RN (RT-nPCR) £ 1
A FF - 7514 LA B nPCR 5192 BB CHR (6],
B, LLES 5192 pl 54K 3 pliE 5 ,93C 3 min,
—3TC 5 min, 7£ PCR X H 58 i ; & )5 #| i M-MLV
W SR EIT R % R A& 42C 50 min,
75C 5 min, RJ5FIH E1.ES 5|49 58 JF S 2
(ORF, ) X 3 4 350 nt i Bt ; LA E2.E41/E42 519"
4§ ORF, XIRPI150 ntf B ; B ¥ PCR 7 ) 347 X
1] 7 o

S.EEMHESHT M GenBank B I .0 M. IV
R HEV 755 2 KM S L F5, S F5 R HE
GenBank B %5 2 BB EHAH . HEEER
# 1, MA MEGA V3. 08 4 ¥l 2 19 % H B8R JF 5
5 GenBank $(4% % 36 HEV £ K 2 H 73| #
RS, FFol 2 62 R R R A BT L B R
Kimura-2 #£ % , Neighbor-Joining ¥ B 4 5 #E L .
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1. RT-nPCR B 25 . B 8 38 BT A &
HEV RNA FH ¥, K43 845 A 5 K & i 2
HEV RNA., ¥ .K .4 . ¥ 44 HEV RNA H
PR HK4.10% 0% 0% 0% .

2. RITEE /4T -8 #k150 ne H B9 BA R 85 R 2
FEME T R Z]Sw24 5 ZJSwaT B, R IR 1 K

92.5% ;ZJSw131 5 Z]Sw3 &, [ 1 499.9% .
M & RHETREESINE LN, A REEH
HEV 5IVE HEV BB &, oy T8 T &S
B ARRKVFHERTRHEMMEFE?2)., kA
Neighbor-Joining 15 %I #4 # # i 1k & 38 /R 48 1R 15 3
HRE YA VA HEV, 54 B F7 % (AB197673)
ML (AB197674) 8 HEV EH FBEE&EE (B
D), X Z &Y ABRFENER,ELT HEV H
NEHLEH,

Rl ZHFFI KK GenBank ZEA BIBIFME
BEFE RS EESK(n) X By B®E

1 NC_001434 7176 FEE 1 A%
2 D11092 7207 FEHHE I A
3 D11093 7194 o E g I A%
4 AY204877 7170 = I A
S AF051830 7199 IR I £33
6 AF076239 7194 Bl I A%
7 AF459438 7206 ENE I A%
8  AY230202 7212 BE% 1 N
9  MB80581 7125 BN H I N
10  M74506 7180 27 I A%
11 AB089824 7262 H# m A%
12 AB091394 7218 B4 m A%
13 AB189070 7247 HA i Ligod
14 AB222182 7240 2 S m L%
15 AB222183 7241 HZ& I [iz-3
16 AB222184 7240 B I Lig s
17 AB236320 7236 H# 1 ki #h
18 AB246676 7231 Hz i} A
19 AF455784 7239 Kyrgyzstan m ¥
20 AF082843 7207 %E m ¥
21 AY115488 7255 m&Ek n %
22 AJ272108 7232 =) v A%
23 AB091395 7234 H b ¥ v A%
24  AB097811 7258 HadtgE N #
25 AB108537 7193 FEKE v AN
26 ABI197673 7257 FEER v A
27 AB197674 7260 P EEE v A%
28  AB220971 7262 EE:N v A%
29 AB220972 7271 AxjtEdE N A%
30 AY594199 7270 hE R N ¥
31 AY723745 7262 EngE N A%
32 DQ279091 7228 PEHBRT N %

EORBIAE £ R3O R UL TR R R

R2 HHRTIAHRE HEV RNA BH R 5 EER MR IER T

e TE(%) T#(%) ME(%) NA(%)
HRRKP EHKF BRKE  EBAKF R KF EAKF BRAKY EHBKFE
Z]XS45  14.57~16.59 0.00~1.80 15.93 3.64 15.19~21.70 1.80~3.64 5.18~9.39 0.00
7]XS42  14.47~17.27 0.00~1.80 14.53 3.64 15.19~21.07 1.80~3.64 2.24~9.46 0.00
ZJXS11  14.44~17.19 0.00~1.80 13.97 3.64 15.19~21.70 1.80~3.64 2.79~9.42 0.00
Z]JXS47  15.15~16.55 0.00~1.80 15.23 3.64 14.50~20.93 1.80~3.64 2.24~9.46 0.00
ZJXS3 15.19~17.19 0.00~1.80 15.15 5.51 15.19~21.70 3.64~5.51 2.79~10.69 0.00
ZJXS9 13.14~17.27 1.80~3.64 15.93 5.51 15.88~20.93 3.64~5.51 3.39~12.13 1.80
ZJXS13  12.48~16.55 0.00~1.80 15.23 3.64 15.19~21.17 1.80~3.64 2.81~10.83 0.00
7Z]XS24  17.14~20.02 7.41~9.35 18.59 11.33 17.84~24.53 9.35~11.33 5.68~12.16 7.41
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