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[(BE] B tPEAIREELE 45T/G # 276G/T HAMS 2 BB RHE M XM TR
Meta 437, HiE B X ERE 2007 F 12 AURIZRREZ R P EARKKER 45T/GH
276GIT £ &tk 5 2 A5 R H XK HI T BB, HBRAFE ERATR, IR BRERAEX
BRI S RIE S A RS R A R R R R T HIEA I, HEE OR H,Meta 7R
Review Manager 4. 2B 8k, &R 3t 23 B XMAA FUEAARE, Hh B R 45TIG EHHIMK 20
B, WK 276G/T AR 98, A% XIKEN BME, & XMERERR BRHE XRATHLK 45T/G
(y* =119.8,P<0.001) 276G/ T(y* =31.0,P=0.001) S L W A R LI XM Z A FERE R
FRtE . Meta 539788 7% 45G S5 20 IR 4 3 3 2 MR A9 5 Btk (OR=1.38,95% CI:1.04~
1.84,P=0.03),276G/T %R L A4 5 2 B Ry 5 B LY B M X4 (OR=0.83,95% CI:0.61~
1.13,P=0.23), &t [EBEKEFE 4STICE AN ETEA 2 BEERE S BHEMK, 456 Fh£H
A HER 2 BBEERAS 5 B B 276G/ T REA S B S 2 RMBIRR LW B MK,

[@R) 2 BERF; BEX; ZEEESH; PEHA; Meta 2147

A Meta-analysis on the association between adiponectin gene 45T/G/276G/T polymorphisms and type 2
diabetes in Chinese population =~ XU Ming-tong* , CHEN Xiao-chao, JIN Li-zi, CHEN Wei-ging.
"Department of Endocrinology the Second Affiliated Hospital Sun Yat-sen University, Guangzhou
510120, China

[ Abstract] Objective Association between the 45T/G and 276G/ T single nucleotide polymorphisms
of adiponectin gene and the occurrence of type 2 diabetes in Chinese population was studied. Methods 20
studies consisting 22 case-control comparisons about 45T/G polymorphism and nine case-control studies
about 276G/ T polymorphism that were based on our inclusion criterion and available in the literature were
reviewed. Results Results from Meta-analysis demonstrated a large heterogeneity among the studies both
on 45T/G and 276G/T polymorphisms and a significant association was observed between 45T/G
polymorphism at exon 2 of the adiponectin gene and type 2 diabetes among the Chinese population. 45G
allele appeared to be one of the genetic risk factors for susceptibility to type 2 diabetes with a random effects
odds ratio (OR) of 1.43(95% CI:1.17-1.75), and the G allele carriers were more susceptible to the
disease with an OR of 1.38(95% CI:1.04-1.84). Results from Meta-analysis, however, showed no
association between the 276G/ T polymorphism and type 2 diabetes in the Chinese population, while the
random effects OR of the allele 276T to susceptibility of disease was 0.83 (95% CI: 0.61-1.13).
Conclusion The current paper on Meta-analysis demonstrated a correlation between the 45T/G single
nucleotide polymorphism and the occurrence of type 2 diabetes in Chinese population, which was different
from the findings that such an association with 276G/T polymorphism could not be demonstrated in the
same ethnic population.
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Study OR(random) Weight OR(random)
or sub-category 95%CI % 95%Cl

01 Studies on Han ethnicity

Dong Y - 517 0.96 [0.64, 1.44]
Liu DM — 4.76 0.85[0.49, 1.46]
Chen JL — 3.18 1.36[0.47,3.95
Sun QU _:— 275 110 [0.64, 1.89
Wang CJ - 4.87 2.31[1.40, 3.83
Kang Z. —— 348 1.36 [0.52, 3.54]
Sun ZL —_— 3.84 0.80 [0.35, 1.85
Zhao T - 3.93 0.86 [0.39, 1.93
Shi XH > 5.24 1.16 [0.80, 1.68]
Sun H . 5.05 1.77 [1.13,2.76
Wang SF - 4.89 0.30[0.19, 0.50,
Wang Y - 517 2.35[1.57, 3.50]
Wei YL —-— 4.70 2.11(1.20, 3.70
Subtotal (95%C/) L 59.03 1.19{0.85, 1.65
Total events: 825 (Diabetes), 692 (Control

Test for heterogeneity: Chi?= 57.44, df'= 12 {P< 0.00001), 1= 79.1%

Test for overall effect: Z=1.00 (P= 0.32)

02 Studies on regions where Han ethnicity Jive in

Xia H —— 3.81 7.42(3.18, 17.30]
Wang ZX — 4.70 1.02 [0.58, 1.79]
ZhaiB -; 5.07 1.13[0.73, .75}
BuRF —— 4.13 3.09[1.47, 6.50]
Cheng W —-— 4.69 6.14(3.48, 10.82]
Subtotal (95%ChH < 22.39 2.68[1.18,6.13]
Total cvents: 451 (Diabetes), 243 (Control

Test for heterogeneity: Chi?= 37.41, df'= 4 (£< 0.00001), 7=89.3%

Test for overall effect: 7 =2.34 (P =0.02)

03 Studies on rare ethnicity population

SuQJ — 469 0.90 [0.51, 1.58]
Kang Z - 4.88 0.85 [0.51, 1.40]
Zhang J -t 4.86 0.79{0.48, 131}
LiLL |—a— 4.15 2.30[1.10,4.81]
Subtotal (95%CT) 18.58 1.02 [0.68, 1.54]
Total events: 169 (Diabetes), 182 (Control

Test for hetcrogeneity: Chi?= 625, df- 3 (PF 0.10), 7= 52.0%

Test for overall effect: Z = 0.09 (P = 0.93)

Total (95%C/) 100.00 1.38[1.04, 1.84]

Total events: 1445 (Diabetes), 1117 (Contrgl)
Test for heterogencity: Chi?=119.81, df = 21 (P<0.00001), /?= 82.5%
Test for overall effect: Z = 2.24 (P = 0.03)
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Study OR (random) Weight OR(random)
or sub-category 95%CI % 95%CI
01 Studies on Han ethnicity
Dong Y - 12.66 097 [0.65, 1.46,
Ru & ] 12.62 0.65 [0.44, 0.98
Sun ZL —_— 747 0.92 [0.40, 2.12]
SunYZ —_— 10.35 0.42[0.23,0.74]
Wang SF — 11.62 1.56 ko‘%, 2.52
Subtotal (95%CT) 54.72 0.83 {0.54, 1.27

Total events: 349 (Diabetes), 283 (Control)
Test for heterogencity:Chi?7=13.91, df=4 (P=
Test for overall cffect: Z= 0.86 (P = 0.39)

02 Studies on regions where Han ethnicity live
—

n
Xia H — 9.50
Yang WS i 14.87
Zhang HX —1 9.92
Subtotal (95%Cl) - 3429
Total cvents: 448 (Diabetes), 613 (Control)
Test for hetcrogeneity: Chi?- 6.85, df =2 (P = 9.03), = 70.8%
Test for overall effect: Z = 0.22 (P =0.83)
03 Study on rare ethnicity population 0
Zhang J 10.99
Subtotal (95%C1) - 1099

Total events: 37 (Diabetes), 54 (Control)
Test for heterogeneity: not applicable

Test for overall effect: Z=2.25 (P =0.02)

Total (95%CI)
Total events: 834 (Diabetes), 950 (Control)

100.00
Test for heterogencity: Chi?= 30.96, df= 8 (P = 0.0001), 7= 74.2%

Test for overall effect: Z=1.20 (P =0.23)

0.63[0.33,1.21]
137[1.09, 1.71]
0.79{0.43, 1.45]
0.94 [0.56, 1.59]

0.540.32,0.92)
0.54[0.32, 0.92]

0.83{0.61,1.13]
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