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[Abstract] Objective To establish a method based on PCR for serotyping of Streptococcus
pneumonia isolates. PCR serotyping method was applied for investigating the serotypes of
8. pneumonia strains. Methods 12 pairs of primers targeting different serotypes of . preumonia were
designed and synthesized. After optimizing the PCR amplification reaction, sensitivity and specificity
of each pair was performed. We applied the PCR methods for testing the serotypes of the isolated
S. pneumonia strains. Results Each pair of primers showed satisfied PCR sensitivity and specificity.
Of all 119 §. pneumonia strains tested by PCR serotyping method, 113 isolates were identified(3, 5,
6A/B, 9A/V, 14,18, 19A, 19F, 23F) with 6 isolates were unable to be serotyped. Conclusion We
developed a simple, reliable and economic method for S. pneumonia serotyping which could be used
for testing the serotypes of S. pneumonia that had been prevailed among general population.
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(3)PCRY™ 14 : RAIAAZR H20 pl, A2 ul 10X
PCR buffer.0.2 mmol/L dNTP,TagDNA & 1 U,
DNA 5 ul, RN %1494 C 4 min;94 C 455,54 C
455,72 °C 90 5,30 MEH ;72 C 5 min,
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(5)59¥k BERAL B R SRR : DA BE 4Kk BAA-
334DNA N R, 558 BERR RE AL 10 MK BE, DA
cpsA B Y1V & 43 5149 0.2.0.5 1.0 umol/L i T K 44
FP RGP B B AR B B R A 5 B R 4R AE, 4
%1 LA 31001, 164-07, BAA-344, 112-07, 182-07.
218-07.207~07, 111-07. 235-07, 155-07, 146-07
SS120060525-14 DNA #E it 1.3.4.5.6A/B.7F,
9V.14.18C.19A . 19F . 23F 5| #4751 P ¥k BE 1k
B R R
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F1 FRERELFR/ SRS WFS)

Eik/] FYFEFI(s ~3") HAHR S VR BKE(bp) XA/
cpsA-f GGT GTT CTC TAT CCT TGT CAG CTC TGT GTC GCT C
AF057294 657 S.p
cpsA-t GTG TGA ATG GTC GAATCA ACT CTATAAATG CC
1-f CTC TAT AGA ATG GAG TAT ATA AAC TAT GGT TA 783335 280 1
1r CCAAAGAAAATACTAACATTATCACAATAT TGG C
3f ATG GTG TGA TTT CTC CTA GAT TGG AAAGTAG 247210 - 3
3r CTT CTC CAATTG CTT ACC AAG TGC AAT AAC G
4-f CTG TTA CTT GTT CTG GAC TCT CGATAATTG G
AF316639 430 4
4-r GCC CAC TCC TGT TAA AAT CCT ACC CGCATT G
5-f ATA CCT ACA CAA CTT CTG ATT ATG CCTTTG TG
AY336008 362 5
5r GCT CGATAAACATAATCAATATTIT GAAAAAGTATG
6A/B-f AAT TTG TAT TTT ATT CAT GCC TAT ATC TGG
AF316640 250 6A.6B
6A/B-r TTA GCG GAG ATA ATT TAA AAT GAT GACTA
E ACG GGA GGA TAT AAA ATT ATT TTT GAG
T CCT ACG GG 554/62 826 TA,TF
7F-r CAA ATA CAC CAC TAT AGG CTG TTG AGA CTAAC
- TTA TTC TAAATT TTT CTAAG
v-E CTTCGTTAG AAA 980/68 753 9A,9V
9Vr GTC CCA ATA CCA GTC CTT GCAACACAAG
14-f CTT GGC GCA GGT GTC AGA ATT CCC TCT AC 34359 208 14
14-r GCC AAA ATA CTG ACAAAG CTAGAATATAGCC
18C- GCATCT GTA CAG TGT GCT AAT TGG ATT GAAG
sc AF316642 354 18A,18B, 18C,18F
18C-r CTT TAA CAT CTG ACT TTT TCT GTT CCC AAC
19A-f GTT AGT CCT GTT TTA GAT TTA TTT GGT GAT GT
AF094575 478 19A
19A-r GAG CAG TCA ATA AGA TGA GAC GAT AGT TAG
19F-f GTT AAG ATT GCT GAT CGA TTA ATT GAT ATC C
U09239 304 19F
19Fr GTA ATA TGT CTT TAG GGC GTT TAT GGC GAT AG
23Ff TGG TAG TGA CAG CAACGA
AF030373 177 23F

23F-r CAAAGG CTAATT CAG CAT C
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cpsA 0.2 1 9V 0.5 1

1 02 1 14 0.2 1

3 0.2 1 18C 0.5 1

4 0.5 10 19A 02 1

5 1.0 1 19F 0.2 1
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