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[Abstract] Objective To investigate the epidemiological characteristics of Dengue and the E
gene of the new isolated strains. Methods Epidemiological data and serum samples were collected.
Serotypes were detected by real-time PCR and virus was isolated in C6/36. E gene of the new isolated
strains were sequenced and analyzed by Mega 4.0. Results The cases of Dengue reached at the peak
during September and November, with Serotype 1,2 and 4 were involved. Five strains of serotype 1
were isolated, with 4 of them fell into the clad of Asia genotype, and 1 belonged to America/Africa
genotype. Conclusion The strains isolated in Guangzhou showed a high identity to the Southeast
Asian strains. There seemed high risk of outbreak of Dengue in this area, However, the Dengue virus

might have already been localized.
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Seq-> 09-9236 10-11801 11-8581 11-8214 11-8255 11-7243 11-7360 2009 1980 2003 2006 2008 2007
09-9236 0971 0967 0967 0967 0997 0971 1.000 0.995 0.971 1971 .97 0971
10-11801 0.913 0989 0582 0989 0973 0995 0.971 0.971 0.995 0.995 0.995 0.995
11-8581 0905 0969 1.000 L0 0969 0993  0.967 0.967 0.993 0.993 0.993 0.993
11-8214 0905 0969 0598 LO00 0969 0.993 0.967 0.967 0.993 0.993 0.993 0.993
11-8255 0905 0969 0998  1.000 0962 0993  0.967 0.967 0.993 0.993 0.993 0.993
11-7243 0994 0914 0908 0908 0.908 0973 0.997 0.993 0.973 0.973 0.973 0.973
11-7360 0912 0978 0973 0973 0973 0914 0.971 0.971 1.000 0.995 0.995 L.000
Singapore2009 0996  0.911 0903 0903 0903 0593 0910 0.995 0.971 0.971 0.971 0971
Thailand1980  0.984  0.921 0908 0908 0908 0981 0919 0982 0971 0971 0971 0971
Cambodia2003 0914  0.581 0976 0976 0976 0915 0997 0912 0.919 0.995 0.995 1.000
Vietnam2006 0910 0977 0991 0991 0991 0912 0979 0.908 0914 0.982 1.000 0.995
Vietnam2008 0910 0977 0991 0991  09%1 0513 09380 0.908 0.915 0.983 0.959 0.995
Cambodia2(07 0914 0979 0974 0974 0974 0915 0998 0.912 0.919 0.998 0.981 0.981
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