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PR, Ak ®BF2010F3AF 20114 11 BEREE BYRERT=AIREXRZEN TN
HBsAg FHYE R 46 AR RIHE LA RIS, A RE KA LB i, #4710 5 HBV
Pri&d (HBVM) .HBV-DNA K, LARFHF Il HBV-DNA 2 & =5 X 10? copies/ml Jp B4, M
T R5IE, S8R  H4 LB I HBV-DNA FH#: %% 45.79%(21/46) ,HBsAg FEHE % X 34.8%
(16/46) ,HBeAg A Z 4 23.9%(11/46) ; £ 3% il 7§ HBV-DNA {4 % K 52.2%(24/46) ,HBeAg M
T2 39.19%(18/46) ; 5 3E M1 HBV-DNA FHE R K 69.6% (32/46) , HBeAg BHHE#R K 32.6%(15/

6). BRESHERY, 20 M7 HBsAg P HBVM R Rl . HBeAg FH#: .HBV-DNA a4 #1
HBV-DNA #; & X H A {8 Ift ¥ HBsAg FH £ HBVM A [E 4 %, . HBeAg FH #§ . HBV-DNA [H % 1
HBV-DNA &5 HBV ZEH BN AR EE, ¢ E 75514 8.731.8.414..8.932,9.663 .10.823,3.962
13.638.36.501, Z R A G IHERE X (P<0.05), ZEEAHrEH, 20 7% HBV-DNA FH#: Rk 3
i f& i 7 HBV-DNA BE X F W HBV B EEH B NARHEE, ORME R 95%CI 4+ 31K
17.6(1.3 ~ 238.4)F13.5(1.6 ~ 7.6) ; RE W5 117§ HBV-DNA £.& 33 5 Bt Il HBV-DNA R E £ IF
A6, H 1 # HBV-DNA #2831 > {4 i HBV-DNA 8 . Bi& W i HBV-DNA £ &K
FHE , FrA LB il HBV-DNA BB Z B 5, & FRER B B X R ;ROC & ik, 2
13117 HBV-DNA R & 4 10° copies/ml1, AL {61l 75 HBV-DAN £, & 7£ 10* copies/ml B 75 A4 /&
S5 RERE, S H HBV E H 5% &2 4 M5 7 A RBIA R BAF EILERERYESL
THEE L (P>0.05) ; X1 B4 [l HBV-DNA B4 JLBE 25 7410 A 8, BI%% 3 K8 15.0%(3/20)
Zi¢ #BFEMmEHBV-DNA It LEMEHBV-DNA R B EH ¥ THBV EHEENERHEE;
BESE 1M1 HBV-DNA £ & > 10’ copies/m1 . S FE il i§ HBV-DAN # & > 10* copies/ml i} , HBV 3£ F 3
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[Abstract] Objective To explore the risk factors and the rate of HBV vertical transmission
from HBsAg-positive couple to their infant. Methods 46 families who had antenatal examination at
Fujian Provincial Maternal and Child Health Hospital during August 2010 and November 2011 were
chosen as research object. Cord blood was sampled after delivery for HBVM and HBV-DNA
quantification. Those with HBV-DNA load =5 X 10* copies/ml were involved in the case group while
those having <5 X 10° copies/ml were chosen as controls. Results The average positive rate of
neonatal cord blood HBV-DNA was 45.7%(21/46) , while the positive rates of cord blood HBsAg and
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HBeAg were 34.8% (16/46} and 23.9% {11/46) respectively. The positive rates of maternal serum
HBV-DNA and paternal serum HBV-DNA were 52.2% (24/46) and 69.6% (32/46) respectively, with
the positive rate of couple serum HBeAg as 39.1% (18/46) and 32.6% (15/46) respectively. Results
from univariate analysis showed that hepatitis B surface markers, serum HBeAg-positive, serum
HBV-DNA positive, and serum HBV-DNA load of the couples were risk factors to the HBV vertical
transmission (y’=8.731, 8.414, 8.932, 9.663, 10.823,3.962, 13.638, 36.501; P<C0.05). Data from the
multivariate analysis showed that matemnal serurn HBV-DNA positive and paternal serum HBV-DNA
load were risk factors to the HBV vertical transmission [ OR=17.6(1.3-238.4) ; OR=3.5(1.6-7.6) ].
Serum HBV-DNA loads of the couples were positively correlated with the cord blood HBV-DNA load,
while the load levels of the couple’ s serum HBV-DNA were higher than cord blood HBV-DNA. There
appeared dose-response relationship between couple’s serum HBV-DNA load level and the cord blood
HBV-DNA load level. Results from the analysis of ROC curve showed that both maternal serum
HBV-DNA load level { 10" copies/ml) and patemnal serum HBV-DNA load level { 10" copies/ml) were
demarcation points to better forecast the occurrence of vertical fransmission of HBV, because there
showed higher sensitivity and specificity for the forecasting process. Neonatal outcomes showed no
significant difference between the case group and the control group. The negative conversion rate became
15.0% (3/20) when the HBV-DNA positive infants were followed up for 7 months. Conclusion Both
maternal serum HBV-DNA positive and paternal serum HBV-DNA load were risk factors of HBV
vertical transmission. When the maternal serum HBV-DNA load appeared >10' copies/ml and
paternal serum HBV-DNA load > 10’ copies/ml, the rate of HBV vertical transmission would increase.
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copies/ml 4 X BAZH

4, Fit2Esrt . R F SPSS 115 344 i 434,
HECOREE K 565X, Fisher K BEAE 2R 1 B OR
K FH ¢ 5 ; AR HE 7 87 R FH Spearman #4356 ; £ (A
K R HE BRI/ B /R EH logistic (0] 74347 ; P<
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L EH A 46 MR E P H A& LFH M
HBV-DNA FH#E# % 45.7%(21/46) , B 4 il HBVM
i HBsAg BAYE 2 % 34.8%(16/46) , HBeAg PR %
H23.9% (11/46) . Z21H i 74 HBV-DNA fHHE R 4
52.2%(24/46) ,HBeAg FATEFE 4 39.1%(18/46) ; Fii
{8 175 HBV-DNA PH1% % 4 69.6%(32/46) , HBeAg
FHIE 8 32.69(15/46) .
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5 X 10" copies/ml A , %7 4= JL AR 47 ifl HBV-DNA fH 1%
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P 8L
#f HBV-DNA A
o T A DA A
{5 X copies/ml) (%)
# <1 s 17 27
~10° 3 2 60.0
- 10 3 1 750
~10¢ 3 2 609
> 19 7 3 700
R <102 0 14 0.0
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L ERT B %E., AR 21 6K L
HBV-DNA FE¥EB A JL P69 20 BB TBET, 2380 3
WAFEBEM KRB, ERERE T
H it 3%1(15.0% )HBV-DNA Bt & # 5 .

7. SHBEHAE RS R JLRE [ HBV-
DNA HBsAg FHEZ B3 . 31 518 3% 4 HBV B
# . XENEHUBV B H, H#H 4 JLHBV-DNA |
¥ %% 38.7%(12/31) , HBsAg Fi 15 % 5 25.8% (8/
31);306 150 % A HBV /e &3 HIEHBV B
¥ H#% JLHBV-DNA FE#EH K 21.9%(67/306) ,
HBsAg 14 2 4 17.6% (54/306) ; Wi X RN FH A
HBV B , B4 JLBRAF i HBV-DNA P b
45.7%(21/46) ,HBsAg FHTEHF 34 83%(16/46), ]
WAL B0 HBY BB &, EF 4 JL B AR I
HBV-DNA .HBsAg FIt: R348 TR 8 LR Z#i%
B CERRERHRLGFE L (¥=13380,P<
0.01; ¥=7.123,P<0.05),
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APMREHESRED. FENE HBsAg B
HBVM A [F] #5 2, . HBeAg Atk . HBV-DNA [HTE .
HBV-DNA 8 & X H & & [0 7 HBsAg FH # HAVM
AR HBeAg BAtE HBV-DNA fB1f .HBV-DNA
BESFAREHITFEL(P<005), ZHBVEHR
EENEREE, 2logistic BEE G447, Hb
IR 2% B 200 f5 U Z4A M ¥ HBV-DNA FA# 5 B
{8 I ¥ HBV-DNA B FIRTA G it 8 X, kA
ZHTBMHBVER L EFREAFENRRAR.
PR R 20 m i HBV-DNA FAH M BREH
ECfRE 17 HBV-DNA B E 7 H/» HBYV B ¥ 1
I=REZ Ji0h

2. LB WA HBV Bt A G R 0L 85
AL BRI H N HBV B 46 1K E , AFE LB
A Il HBV-DNA FH ¥ % & 45.7% (21/46) , Jif # 1L
HBVM £ il HBsAg Bt 34 34.8%(16/46) , HBeAg
RN 23.9%(11/46) . KFEF L RELRE
B 5 3& 54 )L M HBV-DNA BB # 308 22.4%
(36/161), WHXERFH I HBVBER Hif%
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FRBEHLE.
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[B56 & . 2B F /i R0 300 Al A 09 35 4 LB
I HBV-DNARES R =@, ERERLENF
7% HBV-DNA # 819 5 ¥ 4 JLIF % il HBV-DNA
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AR FTIE LA B IUE I 7§ HBV-DNA B 2101
HRE, 55T E BV ETFEEEROMAER, K
EREZITEE L (P<001), WAH T K
HBV-DNA R[] £ 8K F 5 HBV & FE H & #HH
%, R A B HBV-DNA R B /K FE W HBY
FHEBO KERFE DELINHFDE
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5T AL 46 4B 47 ML, SR ELISA B A6
HBVM, 14 11 M43 : HBsAg. HBeAg ,HBcAb 3
FAE 5 15.29%(7/46) ; HBsAg. HBeAb, HBcAb 1
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