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[WE] B® Hid/PRNA(MIR)-143 FEFRBA B /R () EMDURE BUE B HF PRI
BHSKEKBHEESMTH AR, HE % qRT-PCR TR IEFE TR EFEHL T miR-143
HIFIK, AT miR-143 7E4E DKM ZE R KL SERRERENXR, £8 SEFET4YL
8, mR-143 ET TR P REEE TR, ZREXITFEX(P<0.05) [BRRKEAEREE
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FE4 , miR-143 FIAW BT A CEHBNETRA(Z=-2.127,P=0.033); ME HZ >4 cm ]
E U miR-143 KA RAK TR E A <4 om RYE B (Z=-2.628,P=0.009). ROC itk

FHEB(AUC) 44T B /R , miR-143 7E R [F] Bt B 12 Flk R 45 55 B i B BUB A P, AUC 7331 A
0.711 %10.697,39>0.5, iFHHE M EA% AU FIAF 5B 4 9k 85.7% 1 62.2% ; TP K L 455478
SRR B A R 4 B0 72.29% F1 60.4%, miR-143 Rk 5BEFER BRAEE TEFHRIE.
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[Abstract] Objective To explore the expression of microRNA (miR) -143 and related
association to clinicopathologic features of cervical cancer in both Uygur and Han women with
cervical cancer in Xinjiang. Methods The expression levels of miR-143 in the specimens from 34
non-tumor and 66 cervical cancer tissues, were examined by quantitative real-time PCR. Levels on the
expression of miR—143 in Xinjiang Uygur women and the correlations between the expression levels
of miR-143 and related clinicopathologic features of cervical cancer were analyzed. Results The
expression levels of miR~143 were significantly lower in the tumor tissues than that in the non-tumor
tissues (P<C0.05) but no significant difference was found between women with Uygur or Han
ethnicities. Down-regulated miR~143 expression was associated with both the tumor size and lymph
node metastasis in patients with cervical cancer (Z=-2.628, P=0.009 and Z=-2.127, P=0.033
respectively). No significant associations were found between the expression levels of miR-143 and
factors as age, depth of tumor invasion, parametrial infiltration, clinical stage, types of histology and
stage of differentiation. ROC curve analysis on miR—143 expression in cervical cancer patients with
different tumor sizes and lymph node metastasis: the rates on AUC were 0.711 and 0.697, both larger
than 0.5, respectively. The sensitivity and specificity of evaluating tumor size were 85.7% and 62.2%.
The sensitivity and specificity of lymph node metastasis were 72.2% and 60.4% . Conclusion It
seemed that miR—143 play an important role in the processes of generation and progression of cervical
cancer. However, there was no significant difference found between the different ethnic groups. The
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miRNAs 8% 7 5157 E 17 H #5 mRNA, 7E 5% 5%
J5 7K 38 42 mRNA FEAR 2 (F0) #0038 72
M EERERA R, miR-143 M FALES
SYEARKE3 X 21 (5¢32) , FE SRR P RE
R, LIRSS R IR BEE S B AR
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AWFTEE R B miR-143 TEE BB HLA P FRE
T, 5 Lui F R ER B Zhang FiRE
miR-143 7E ¥ #8 %35 1, Akagi 5" R BoR
mR-13AEBEREPREALA FETEHPARR
miR-143 ik FRAKHGE . MEEE P53 & Z
R miRNAs f4 5 IE ##% miR-143 ik, BEE
MDM?2 & miR-143 $BEH 7 —  H =Y —#hiFss
E 1, BELS S P53 E FIE PS3 ME: AT ThEE
%1% , I B miR-143-MDM2-P53 SR I E#, 7TEA
Bk E B miR-143 R FE R Bk F BRI S
o VR 4R MO B 1o B s R A B SR AL
miR-143 7K A 38 13 74 45 40 i 30 2 e 3 40 B A
T, 7EE B 4 HeLa ' i miR-143 BYFR A
R AR A TS PRI BRI B miR-143 1R
THRERI U e — S IR IR YT BT el o A5
ZEREH miR-143 WRATE XRKEES, S
FBRHBEABFEIUER XS miR-143 RETLx,
BRFEME T miR-143 REX LMEER . Meta st
Hr# 8, miR-146a K 254 SRR, Fraa
HABR AT mIR-143 HHE LM, FEH#H—4&
5,

Akao 38 W R 4L H B miR-143 Rik 5
WEEEBFRKREREAIEX, FHREREK
HEBIEPAHELLR I SHERERPIEES
B2 Huang %™ H AR T5 460 44 5’5 5
/NG L 4E 28 miR- 143 5%, o 14 Bl ke
ZEEERE (3181%) , L M E & ¥ B 1 AUC i
0.773, ABFFEH S1BATT Z F B 2 VIR R 45 ik

DEBEARBED, ISHAEMRELEHEE(2941%) ,
TEM Ik B 5 56 B2 10 AUC 4 0.697, SUBRE Al 7
4y 1R 72.2%F1 60.4% ., Luo 25K M 60 )5 25885
AR 40, A miR-497 5 B BB M L4 55
Fi5% , fH£4T ROC #i£R 7391 miR-497 P Ik L 455
BRI EE . MBS EMEEE 2K JaT L
FHEHEBERE, KRk ESEB 2R Rk
SRR RS | 3X 78 SE B TAE PR XER 2
6 PR ARSI R IR B S 1R T T e, 3T
TIEYT R RS . miR-143 A[ RE R VB AN E
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AW LR B8 miR-143 I FR A S g EZ
WX, BETRAMKRER >4 cm & H miR-143 %
FHBETFHBRER<4m¥E. UERRELER,
iR R K B2 > 5 om #9145 B A8 miR-143 9%
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e UACE I I S Gl =0 I ER=) 3
miR-143 RAEWEF LG IFEE L (P=0.164)
Akao 2B 57 3 B miR-143 3418 B %85 5 1R
MR S AR AT ER. ARt
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fip B 4% B BURRE FN4F 5 B 43 311K 85.7% 1 62.2% .
A VB S B R B AT B TR BN A SR M B
HEREET 2, o7 RERE I K 5 31 5F w4
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g FRT , AR 4 R B 78 miR-143 76 'E FE
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