<1216~ PEFATHFRE2013F 12 B 345512 Chin J Epidemiol, December 2013, Vol. 34, Ne. 12

- SE U6y SE BT T -

2010—2011 4F 35 M M X 1Y 00 g
AR 5 TR LB

gt HEE AR5 AH

g

o,

2 FR AR #wIEKR At HEH

(HE] BY UIHRIMGXREESILERERYER S T TR A ) R kAT
FHFE, AE W 2010—2011 M T L EE BB AUR TR IR 75 B LB kR A 832 (1) , %
AHRIGE R PCR T AU T 185 i3 DNA, I 3T 384 SR YERRAR NI i B S LR R, B3
832 i EARAK I R S U, IR N 6.1%, 7—9 B A -KRE IR ; 96% 1) &
JLR<2# Ho 7~ 12 AAEEERE; BHRILE Tt 36 &3 Hibm Gma Ry, Xt
IS EEREREGANITRF, B 284 A HBoV-1 B, S35 HBoV-2 B! 2 (B BIRER &, 5k
RIHBoV-3 B & HBoV-4 &, &3¢  Filab X B4 SR A P Ri% 3L HBoV-1 B35 3,
Al AE7E HBo V-2 BB,

[X@A) HEns; ZEE,; B4)LEE

Molecular features of human bocavirus from infantile diarrhea in Suzhou area, Jiangsu
province in 2010-2011 FU Jian-guang', JIANG Cui-lian®, QIN Yuan-fang', Al Jing' ,LIU Cheng’, WU
Bin', QI Xian', BAO Chang-jun', ZHU Ye-fei', TANG Fen-yang'. | Key Laboratory of Enteric Pathogenic
Microbiology , Ministry of Health, Jiangsu Provincial Center for Disease Control and Prevention, Nanjing
210009, China; 2 Nanjing Maternity and Child Health Care Hospital; 3 Suzhou Center for Disease
Control and Prevention

Corresponding author: TANG Fen-yang , Email; tfyepi@jscdc.cn

This work was supported by grants from the Jiangsu Province Health Development Project with Science and
Education (No. ZX201109, No. RC2011084, No. RC2011085).

[Abstract] Objective To investigate the status of human bocavirus and to indentify its
epidemiological characteristics as well as genotype distribution in patients with infantile viral diarrhea
in Suzhou, Jiangsu province. Methods 832 fecal specimens from patients with infantile virus
diarrhea cases were collected from Suzhou Children’s Hospital in 2010-2011. Human bocavirus were
detected by Real-Time RT-PCR, and genotype were determined by sequence analysis. Results
Among all the fecal specimens, 51(6.1% ) cases were positive for human bocavirus. The peak season
of rotavirus infection was between July and September. Of all the episodes on rotavirus diarrhea, 96%
occurred before 2 years of age, with peaks in children with 7-12 months of age. Data from Nucleotide
Sequence analysis showed that among 28 samples that carrying HBoV-1, 5 strains belonged to
HBoV-Z, HBoV type 3 but type 4 were absent. Conclusion Human bocavirus were detected from
fecal specimens of infantile virus diarrhea in Suzhou, with genotype HBoV-1 as the major strain.
HBoV-2 genotype was also found.
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