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[Abstract] Objective To detect the distribution of clustered regularly interspaced short
palindromic repeat (CRISPR) associated protein genes cas/ and cas2 in Shigella and to understand
the characteristics of CRISPR with relationship between CRISPR and related characteristics on
drug resistance. Methods CRISPR associated protein genes cas! and cas2 in Shigella were detected
by PCR, with its products sequenced and compared. Results The CRISPR-associated protein genes
casl and cas2 were found in all the 196 Shigella isolates which were isolated at different times and
locations in China. Consistencies showed through related sequencing appepared as follows: cas2, casl
(a) and casl(b) were 96.44%,97.61% and 96.97% , respectively. There were two mutations including
3177129 site (C—G) and 3177126 site (G—C) of casI (b) gene in 2003135 strain which were not
found in the corresponding sites of Z23 and 2008113. Results showed that in terms of both
susceptibility and antibiotic-resistance, strain 2003135 was stronger than Z23 and 2008113.
Conclusion CRISPR system widely existed in Shigella, with the level of drug resistance in cas (b)
gene mutant strains higher than in wild strains. CasI (b) gene mutation might be one of the reasons
causing the different levels of resistance.
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