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[Abstract] Objective To describe the molecular characteristics of group A Streptococcus
(GAS) isolated from patients and asymptomatic carriers of scarlet fever in Shandong province, 2013,
and to explore the relationships between emm types and other molecular types. Methods 72 strains
of GAS were isolated from throat swabs of children with scarlet fever or asymptomatic carriers of
GAS. All the strains were typed by emm typing, multilocus sequence typing (MLST) , super-antigen
(SAg) genes detections and pulsed-field gel electrophoreses (PFGE). Results Among the 72
strains,, emm1(41.67%) and emm12 (56.94% ) were the most common emm types. Two ST types were
found, including ST28 (43.06% ) and ST36 (56.94% ). Additionally,emm1 was also found correlated
to ST28, while emm12 was associated with ST36. Eight super-antigen genes were detected, including
smeZ(100.00% ) , ssa (100.00% ) , speG(97.22% ) , speC (95.83% ) , spel.(54.17% ) , spe] (41.67% ) , speA
(38.89% ) and speH (38.89% ) , while speK , speM , spel. were not found (0% ). Both speA and speJ genes
were detected primarily in emm] strains (all P<<0.05) ,while speH and spel genes were not detected in
emm 1 strains (all P<<0.05). And emm12 strains were inclined to harbor speH and spel (all P<<0.05)
but not sped or speJ (all P<<0.05). Twenty different genotypes were identified by PFGE. Conclusion
All the emm types of GAS isolated from scarlet fever patients and asymptomatic carriers in Shandong
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province 2013 were mainly emm]1 and emm12 and carrying speC, speG and smeZ , ssa. ST types mainly
exsited in ST28 and ST36. In addition, there were correlations between emm types and super-antigen

genes, ST types, PFGE types.
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