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JL P MHR aa i 5728 5 %0 4.87% , T1261 28 558 45 15, N 8.64% . HBV MHR ZE 5 bk LR A TR K
49.38%(40/81) , H:Hh BN 42.869%(3/7) ,C KN 47.14%(33/70) ,D KUK 100%(4/4) . FEAFAEHE |
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[Abstract] Objective To understand the genotype and the mutation of amino acid (aa) in the
major hydrophilic region (MHR) of hepatitis B virus (HBV) among the hepatitis B cases under
surveillance in Liaoning province. Methods The serum samples were collected from hepatitis B
cases under surveillance in Liaoning. The complete S gene of HBV were amplified and sequenced. The
aa sequences were analyzed with bioinformatics software. Results A total of 81 sequences of S gene
of HBV were ontained, including 7 sequences of genotype B (8.64% ) , 70 sequences of genotype C
(86.42% ) and 4 sequences of genotype D (4.94% ). The mutation rate of aa of MHR of S gene was
4.87% . The mutation rate of T126I was highest (8.64% ). The overall prevalence of mutant strain of
MHR was 49.38%(40/81) ,and it was 42.86% for genotype B(3/7),47.14% for genotype C (33/70)
and 100% for genotype D (4/4). Statistical analysis revealed that there was no age, sex, genotypes and
anti-HBc¢ IgM ( +/- ) specific significant differences in aa mutant strains prevalence, while the
difference between ALT abnormal group (ALT=43 IU/L)and ALT normal group (ALT<<43 IU/L)was
significant (P<<0.05). Conclusion Among the hepatitis B cases under surveillance in Liaoning,
HBYV genotype C predominant, followed by genotype B and genotype D. The mutation of aa in MHR
of HBV detected in this study was consistent with previous research results. It is necessary to
strengthen the surveillance for HBV mutation to provide accurate information for the development of
hepatitis B prevention and control measures.
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& T (Taq B ) 0.25 pl. DNA A8z 5 wl, i X2 7K
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BRI . B.C.D HE AL 3 1 i 8.64% (7 ) .
86.42% (70 51 ) F114.94% (4 ] .

2. FEPRRY A 4 a5 X 81 461 . JFF5 ) A i 5 [R]
AU L NN G A AR DLAE % LR ) L ALT K F
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7 52 S113T. T1261 . Y134F .S143L . G159A ., T A
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RN 4.87%,126 aa7F 5 Rt 4 8.64% (4 3) .

4. HBV SHEH & AHLE MHR 28 5 0E 5015 -
81 frh HBV =& [ ¥1 i MHR 28 S0k B AT % R
49.38% . TEANRIAFEEE MG FEH AU FIBT-HBe 1gM
(+/-) K, 25 g% L HA1E ALT
IERHA (<43 IU/L)ZmATHE R E T ALT 5% 4
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o Tt Rk w0 P
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=40 25 25 50.00
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Hi-HBc IgM(+/=)  19/21  25/16  43.18/56.76 1.482 0.224
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Yo T 41 £ SN 14 B 20 M0 5057 F1 Th 20 i 343z,

RIS T S FE AR R BRI B, A 9T B
BB &9 9 v HBV 2 FI PR MHR aa 548 5550
4.87% , T1261 75 S % fe 5 , 1 8.64% , - e 2 R o7 a5
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