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[Abstract] Objective To study the HIV-1 genotypes and transmitted drug resistance (TDR)
in Dehong prefecture of Yunnan province in 2014. Methods A total of 70 plasma samples of recently
reported HIV-infected individuals between 16 and 25 years old were collected in Dehong prefecture
from January to August 2014. Among them, 58 samples which met the criterion of HIV drug resistance
threshold survey (HIVDR-TS) were subjected to genetic drug resistance detection. Results 50 plasma
samples were successfully sequenced and analyzed. Among them, 34.0% were Chinese and 66.0%
were Burmese. Based on pol sequences, all the identified HIV genotypes would include CRFO1_AE
(28.0% ), subtype C(20.0% ), URF(20.0% ), CRF62_BC(10.0% ), CRF08 BC(8.0% ), CRF07_BC
(4.0% ), CRF64 BC(4.0% ), subtype B(4.0% ) and CRF55 01B(2.0% ). One drug, which resistant
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mutation to proteinase inhibitors had been detected in one sequence. Based on the statistical method of
HIVDR-TS, the prevalence of transmitted HIV-1 drug resistance was adjusted as <<5%. Conclusion
The proportion of Burmese was relatively higher among those newly reported HIV-infected
individuals aged 16 to 25 in Dehong. We noticed that the novel circulating recombinant forms began to
function. However, the level of transmission through HIV-1 drug resistant strains still kept low in

Dehong.
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R 1.3 kb, AL 45 8 B FE R 44K (1 ~ 99 A+ ) Fll
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(29/50) . MHBIXZEFIR T, 50 il YL 5 b, 4 fa) 5
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JE IR H2H 1) — S HOS HLIX, 777 5 K URFs, I H.
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BRI, VLA —LE B CRFs M 22 M Y IR A
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