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[Abstract]  Objective ~To understand the association between two single-nucleotide
polymorphism (HLA-DQ rs28567185 and rs9275572) and different outcomes of hepatitis B virus
(HBV) infection. Methods A total of 825 HBV infection related cases were enrolled, and peripheral
blood samples were collected from them for DNA extraction. The single-nucleotide polymorphism in
HILA-D(Q) region were genotyped by using matrix-assisted laser desorption/ionization time of flight
mass spectrometry. Logistic regression analysis was conducted to evaluate the association between
HIA-D(Q) gene polymorphism and different outcomes of hepatitis B virus infection. Results Our study
indicated that cases with HLA-D(Q 1s2856718G (524 cases) and rs9275572A (369 cases) had reduced
susceptibility to HBV infection (OR=0.702, 95% CI: 0.558-0.856, P=0.001; OR=0.548, 95% CI-
0.365-0.847, P=0.005) and higher HBV natural clearance (OR=0.589, 95% CI: 0.478-0.892, P=
8.81 X 107; OR=0.673, 95%CI: 0.457-0.860, P=0.014). Moreover, 19275572 A was also associated with
the lower risk of the development of hepatocellular carcinoma (OR=0.759, 95%CI: 0.538-0.914, P=
0.041). Conclusion Our study suggested that HLA-D() loci might be associated with the different
outcomes of HBV infection in Chinese in Han ethnic group in northern China, rs2856718G and
rs9275572A might be protective factors for HBV infection, HBV natural clearance and HBV- related
disease progress.
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1. — MR : HBV JBL 2 55 Lo A3 v 1t e %o
M8 2H (65.2% vs. 55.1% , P=0.010) ; JiF-9 20 55 4 L4
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0.05);HBV FARIEFRALTIIAEN F(50.04 £ 13.15) %,
5HBV B A, AL AR IR 22 55 B2 B X
(P>0.05), W#E1,
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3. 152856718 5 HBV JE YL it 3¢ & - 7 IL i PR AR
IR #5417 152856 718AG Hl rs2856718GG Jik [H 7 /1y
AR HBV 1y KBS [ 1K, OR {E 51 1 4 0.789
(95%CI: 0.612 ~ 0.968, P=0.020) 11 0.512 (95%CI :
0.368 ~ 0.869, P<<0.001) ; 7£ AR (GG + AG vs.
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F1 BTGB

=2 HRUFR ) H-W A5

SNP RN MR RNEENEE M PME
12856718 AA 77 0.457 0.721 0.396
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AA 24
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(£3).

4. 19275572 5 HBV B YL H) K & : 159275572 5
HBV 7 &M Gk, fEdL B AL,
1s9275572AG 1, 1s9275572AA K& IR #I it A4~ 44 g% Gy
HBV K5 %A% , OR {843 %1 4 0.814 (95% CI:
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R3  HLA-DQ HEIH 152856718 (i i 572 5 HBV JERULANIR] 2 5 1) I 43 B

FAl I I, n(%) X AL, n(%)
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AR [zl

AA AG GG AA AG

GG ORMH©O5%CIH  P{4

OR{H(95%CI)  P{H  OR{H©OS%CI)  PIE

HBVEY:  HBVIRYLL(396) {HERRE X HR A (254)
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12k 2 F— BFRE LA (130) 1A (112)
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1.748)° 1.472)" 1.635)"

&1k + T4 (154) P PE LI+ I L1 (242)
ST AL 73 62 19 97 110 35

0.845(0.636 ~ 0.320
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HBV & HBV B4 (396) fREREXT IR 2 (254)
245 129 22 125 99 30 0.814(0.504~  0.020  0.597(0.434~ 0.001 043900247~  0.004
(61.87) (32.58) (5.55) (49.21) (38.98) (11.81)  0.965)" 0.821) 0.780)
04630324~ 0.000  0.548(0.365~ 0.005 0.575(0.384~  0.000
0.727)" 0.847) 0.736)°
HBV A%k HBV & L4(396) HBV AR FR41(175)
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2.249Y' 1,187y 2473y
e 2+ JFIEEE.(154) P O+ IR fE 41(242)
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0.438(0.249~  0.012  0.759(0.538 ~ 0.041 0.538(0.247~  0.026
0.899)" 0.914)y 0.738)"
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