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[Abstract] Objective To understand the effect of serotyping on Salmonella isolates, by use of
Microsphere-based Liquid Array method, among diarrhea patients, in Guangdong. Methods Salmonella
isolated from humans in Guangdong province were serotyped on the Microsphere-based Liquid Array
platform with SSA kit. Results A total of 4 942 Salmonella strains with 189 serotypes, were
identified in Guangdong province in 2010-2014. The top 100 serotypes accounted for 98.08% (4 847/
4 942) of all the strains. 98% of the top 100 species serotypes could completely be serotyped with SSA
kit. In order to detect O antigen among 198 isolates with SSA kit, 181 strains were carrying the O
antigen, with the coincidence rate as 100% . However, under the SSA, 98.32% (528/537) of the H
antigen could be detected and were consistent with the traditional serum agglutination test. The
coincidence rate of fIjB gene was 93.09% (175/188), with false negative rate and false positive rate
of fjB gene as 7.35% (9/134) and 7.41% (4/54) respectively. The coincidence rate of sdf gene and Vi
gene were 100%. 11 out of the 12 Salmonella strains could not be serotyped under the traditional
methods but were successfully serotyped by the molecular serotyping method. Conclusions Using
the SSA kit, more than 96% of the anthropogenic Salmonella strains could be serotyped in Guangdong
province. Comparing with the traditional methods, the coincidence rate of serotyping appeared over
98% . Under the Microsphere-based Liquid Array techniques, the molecular serotyping method
appeared faster and more accurate on Salmonella serotyping than those traditional methods.
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