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microbiome and upper gastrointestinal cancer
Shao Dantong, Li Minjuan, Chen Ru, Wei Wengiang
National Cancer Center/National Clinical Research Center for Cancer/Cancer Hospital, Chinese Academy
of Medical Sciences and Peking Union Medical College, Beijing 100021, China
Corresponding author: Wei Wengiang, Email: wetwq@cicams.ac.cn

[Abstract] The composition of human oral microorganism is numerous and complex and is
easily affected by many factors. With the development of metagenomic technology, the important role
of oral microbiome in the development of tumor has attracted extensive attention. A literature retrieval
was conducted through PubMed, Embase, CNKI and WanFang database for an analysis on the
characteristics of oral bacteria and its association with oral cancer, esophageal cancer and gastric
cancer. The results indicated that oral microbiome can be influenced by age, gender, race, and lifestyle.
Specific oral bacteria were associated with high risk of upper gastrointestinal cancer, indicating a
potential role of oral microbiota to be the biomarker for upper gastrointestinal cancer. This paper
summarizes the progress in the research of the association between oral microbiome and upper
gastrointestinal cancer, showing a new direction for the exploration of microbiological etiology of
upper gastrointestinal cancer and providing scientific evidence for the optimization of early detection
and treatment of upper gastrointestinal cancer.
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