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[Abstract] Objective To analyze the epidemiological and molecular characteristics of human
brucellosis in Qinghai province from 2005 to 2019 and provide basic data for brucellosis prevention
and control. Method The data about human brucellosis in Qinghai from 2005 to 2019 were collected
from the information system of China CDC to describe the spatial, population and time distributions of
human brucellosis cases in Qinghai. The isolated strains were identified and typed with traditional
methods, BCSP31-PCR, AMOS-PCR and multi-locus variablenumber tandem repeat (MLVA-16).
Results A total of 577 human brucellosis cases were reported in Qinghai from 2005 to 2019, the
average prevalence rate was 0.07 per 100 000 person, there were statistic differences among different
years. The disease occurred all the year around, but mainly during March-October. The 577 cases were
distributed in 31 counties (cities/districts) from 6 autonomous prefectures (cities). The prevalence rats
of five counties were high, i.e. Menyuan Hui autonomous county (22.88%, 132/577), Tianjun county
(10.57%, 61/577). Xining city (10.57%, 61/577), Henan Mongol Autonomous County (10.51%, 58/
577) and Haiyan county (9.53%, 55/577). Age of the cases ranged from 8 years to 82 years, and the
male to female ratio of the cases was 1.8 : 1 (374/203). The prevalence rate in herdsman (47.83%, 276/
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577) was highest among different occupational populations. Ten isolates were all Brucella melitensis
strains, belonging to biovar 3, and clustering analysis indicated that the 10 strains had 5 genotypes, in
which 2 were distinct, the remaining 3 were same. MLVA-16 analysis indicated that the 10 strains had
close relationship with 26 B. melitensis strains isolated in Qinghai previously. Conclusions The
prevalence of brucellosis increased in Qinghai in recent years, we should strengthen the population
based brucellosis surveillance and reporting. MLVA-16 indicated the gene diversity of the Brucella
strains, suggesting that MLVA-16 can be used for genetic diversity analysis and molecular

epidemiology survey to improve brucellosis surveillance.
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