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[ Abstract] Objective To understand the epidemiological and genotypic characteristics of
imported cases of measles virus of D8 genotype in Hebei province. Methods Epidemiological
investigation of measles cases in surveillance was carried out. The throat swabs of the measles cases
in acute phase were collected for real time RT-PCR identification, measles virus culture and
genotype identification. Results A total of 36 imported measles cases of genotype D8 were
detected. The cases were mainly distributed in 8 counties of Handan city. Number of confirmed
measles cases in Cheng'an county was the highest, accounting for 58.33% (21/36) of all the reported
cases. All patients had fever and rash, and 55.55% (20/36) of the cases were under 2 years old and
86.11% (31/36) of the cases had no immunization history. The children with pneumonia accounted
for 44.12% (15/34) of the total children with D8 genotype measles virus infection. The nucleotide
and amino acid homologies between the imported measles virus genotype D8 and the WHO
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reference strain of D8 genotype (D8-Manchester. UNK/30.94) were 98.4%-98.6% and 97.3%,
respectively. Compared with the strains of H1 genotype in China, the nucleotide and amino acid
homologies were 92.8%-93.1% and 93.3%, respectively. Conclusions The imported cases of

measles virus of D8 genotype might have caused local transmission in Hebei province. Molecular
epidemiological surveillance for measles virus needs to be further strengthened. It is necessary to
detect and control the epidemic early and improve the coverage rate and timely rate of measles
vaccination. It is also important to prevent cross infection in hospitals.
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