PR TIR AR 2022 4E9 A5G 43 455 9 ) Chin J Epidemiol, September 2022, Vol. 43, No. 9

LT T MR T IR X HIV 1£#%
A S b X AL R R E 3 BT

AE OB EAEE FHE ORERE NTE ORRK RMeR Kok

B A& k4

SRR BB R ARG TS, B ARG IS RRBEUA R ELERE, &
T 530028

@AM R4, Email: 1gh605@163.com

(FE] B8 TFHT MG PRI A6 XK P8 HIV AL RS ST RS 1 X AR, R
ARG RNEHE D P R MG UL YG . F3E A 19972020 4 RAEN 5 996 25) V4 HIV pol X751 Fl
165 534 25N FF & FBYAET TG HIV pol X 541, {f ] HIV-TRACE T H- DL 0.5% Jig %o 2 D5 25 (50 {44 2 o
T, GR ATV HIVAERE S T 25 10751 E ik 31.5% (1 886/5 996) o 7 HIV 5 i [X.
FERR YT 25 48 NS & 51.6% (2 613/5 062) , [ N 4% 1 48.09%(2 43075 062) , [F B % 422 5 0.4%
(19/5062) . 5 VG5 b XV J 1) R ZEHBIX R 2R 28 (49.5%, 1 212/2 449) Jt 2T (17.5%,430/2 449) |
T (6.9%,168/2 449) WUJI44 (5.7%,140/2 449) ARG (4.2%,102/2 449) BEPU44 (3.8%,93/2 449) |
WA (2.8%,69/2 449) G (2.0%,49/2 449) LA (1.5%,37/2 449) FNTHAE (1.3%,33/2 449)
LA 1l DX )V 55 M DX 4 LU G134 < 1.0% o 3#E AT PG HILV A% AR 437 I 288 JXUIS: 32 v 194 5 i) PR 25
$5250 % (M T 25~49 % ,aOR=1.68,95%CI: 1.46~1.95) B (HIH F &P, a0R=1.21,95%CI : 1.05~
1.40) RS (M T 245, aOR=1.18,95%CI: 1.00~1.39) . /& th K A F SCARFRBE CFI G T vh R LA F
aOR=1.21,95%C1:1.04~1.42) F1 5 B YEAERE (H L TS5 PEVEE 4R, aOR=1.77,95%CI: 1.48~2.12) . 5l
X3 2 XL 652 v P S i) R 2 A0 46 58 P (AH L T 2ot 1 aOR=1.74,95%C1: 1.13~2.75) , i3 v J LA b SCAE R
BT 9 B UL, aOR=1.96,95%C1: 1.43~2.69) . F t /0 AR AR (HH H T4 R, aOR=1.50,
95%CI:1.07~2.11) . B HEALHE (M LT 1436 , aOR=3.28,95%CI:2.30~4.72) . £5i1® [ VifrdE
HIVAGRE AR, 774 5 [ g DX 2 A 2% 1) 85l DX AL X 246 I S IR 5 IO X6 43 7 I 245 4 BT 41 1 174
o UG A JE Ak 2 IR 5 R A | R I ERU 0 B B AL B, Dk 2D IV ARG H -

[E88iE] s, A FMgE; ERPUL; B

EE&TH: BE A KRB R4 (82160636) ; E KB H K £ 1 (20182X10715-008) 5 | P4 /\ kL%
B A E S s NN S

Analysis of HIV transmission hotspots and characteristics of cross-regional transmission in
Guangxi Zhuang Autonomous Region based on molecular network

Jiang He, Tang Kailing, Huang Jinghua, Li Jianjun, Liang Shujia, Liu Xuanhua, Pang Xianwu, Zhu Qiuying,
Chen Huanhuan, Zhou Yuejiao, Lan Guanghua

Guangxi Key Laboratory of AIDS Prevention and Control and Achievement Transformation, Guangxi
Zhuang Autonomous Region Center for Disease Prevention and Control, Nanning 530028, China
Corresponding author: Lan Guanghua, Email: [gh605@163.com

DOI:10.3760/cma.j.cn112338-20220424-00339

W BH 2022-04-24 AXHE CHE

SIRME VL, FEELEY, HORTHE, 55 . BT 00T WK ) PRI FIA DX HIV A% 375 30 RS 3 DX A R AE 23T 0], e
WATIR 2R, 2022, 43(9): 1423-1429. DOI: 10.3760/cma.j.cn112338-20220424-00339.

Jiang H, Tang KL, Huang JH, et al. Analysis of HIV transmission hotspots and characteristics of cross-regional
transmission in Guangxi Zhuang Autonomous Region based on molecular network[J]. Chin J Epidemiol, 2022, 43(9):
1423-1429. DOI: 10.3760/cma.j.cn112338-20220424-00339.

+ 1423 -




- 1424 - FPAERA TR A2 R 2022 459 A5 43 %45 9 ] Chin J Epidemiol, September 2022, Vol. 43, No. 9

[ Abstract ]
cross-regional transmission in Guangxi Zhuang autonomous region (Guangxi) based on the

Objective To analyze HIV transmission hotspots and characteristics of

molecular network analysis, and provide evidence for optimization of precise AIDS prevention and
control strategies. Methods A total of 5 996 HIV pol sequences sampled from Guangxi between
1997 and 2020 were analyzed together with 165 534 published HIV pol sequences sampled from
other regions. HIV-TRACE was used to construct molecular network in a pairwise genetic distance
threshold of 0.5%. Results The proportion of HIV sequences entering the molecular network of
HIV transmission hotspots in Guangxi was 31.5% (1 886/5 996). In the molecular network of HIV
cross-regional transmission, the links within Guangxi accounted for 51.6% (2 613/5 062), the links
between Guangxi and other provinces in China accounted for 48.0% (2 430/5 062), and the links
between Guangxi and other countries accounted for 0.4% (19/5 062). The main regions which had
cross-regional linked with Guangxi were Guangdong (49.5%, 1 212/2 449), Beijing (17.5%, 430/
2 449), Shanghai (6.9%, 168/2 449), Sichuan (5.7%, 140/2 449), Yunnan (4.2%, 102/2 449),
Shaanxi (3.8%, 93/2 449), Zhejiang (2.8%, 69/2 449), Hainan (2.0%, 49/2 449), Anhui (1.5%, 37/
2 449), Jiangsu (1.3%, 33/2 449), and other regions (each one <1.0%), respectively. The risk factors
of entering the molecular network of HIV transmission hotspots in Guangxi included being aged >50
years (compared with being aged 25-49 years, aOR=1.68,95%CI:1.46-1.95), males (compared with
females, aOR=1.21,95%CI:1.05-1.40), being single (compared with being married, aOR=1.18,95%ClI:
1.00-1.39), having education level of high school or above (compared with having education level of
junior high school or below, aOR=1.21, 95%CI: 1.04-1.42), acquired HIV through homosexual
intercourse (compared with acquired with HIV through heterosexual intercourse, aOR=1.77, 95%CI:
1.48-2.12). The risk factors of cross-regional transmission included males (compared with females,
aOR=1.74,95%CI:1.13-2.75), having education level of high school or above (compared with having
education level of junior high school or below, aOR=1.96, 95%CI: 1.43-2.69), being freelancer/
unemployed/retired (compared with being farmers, aOR=1.50, 95%CI: 1.07-2.11), acquired HIV
through homosexual intercourse (compared with acquired with HIV through heterosexual
intercourse, aOR=3.28, 95%CI: 2.30-4.72). Conclusion There are HIV transmission hotspots in
Guangxi. Guangxi and other provinces in China form a complex cross-regional transmission network.
Future studies should carry out social network surveys in high-risk populations inferred from the
molecular network analysis for the timely identification of hidden transmission chains and reduction
of the second-generation transmission of HIV.
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