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[ Abstract ] Childhood obesity is a global public health problem, which can not only
endangers children's health, but also might be an important cause of chronic diseases in adulthood.
In recent years, with the in-depth development of precision medicine research, more and more
research evidences have shown that there are interactions between environmental factors, such as
early intrauterine environment, children's diet, physical activity and children's gene factor on the
incidence of childhood obesity, which can result in or inhibit the incidence and development of
childhood obesity. This paper summarizes the progress in research in this field to reveal the effects
and potential mechanisms of genetic factors and environmental factors on the incidence of
childhood obesity in order to provide reference for the precise prevention and control of childhood
obesity under different genetic backgrounds.
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