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[Abstract] Objective To investigate rodents’ natural infection of Orientia tsutsugamushi (Ot) in
some areas of Inner Mongolia and Xinjiang, China. Methods DNAs were extracted from spleens of the
captured mice and nested-polymerase chain reaction (nPCR) technique was used to detect the Ot-Sta56
gene. Six positive samples were sequenced and analyzed by Clustal X (5.0) and DNA Club software.
Results A total of 90 rodents were captured in Inner Mongolia, and the overall prevalence of Ot was
6.67% . There was no significant difference in infection rates among the positive rodents species. 20
rodents were captured in Xinjiang, and the prevalence of Ot was 5.00% . The geographical difference in
infection rates was not statistically significant between Inner Mongolia and Xinjiang. 9 rodents were
captured in farmlands of Inner Mongolia and Xinjiang but there was no positive samples found. 101 rodents
were captured in grasslands, and the prevalence of Ot was 6.93% . The Sta56 gene nucleotide sequence
homology to Karp strain of N59 (from Microtus mazximowiczii), N69(from Cricetulus barabensis) and
X33(from Cricetus cricetus) was 99% . The sequence homology to Taitung-2 strain and TW461 strain of
N65 (from C. barabensis) was 94% , and the sequence homology to Taitung-2 strain and TW461 strain of
N88(from Apodemus agrarius) was also 94% . The sequence homology to Oishi strain of N90 (from
A.agrarius) was 96.00% . Conclusion Our findings indicated that infections of Ot did exist in rodents
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captured from Inner Mongolia and Xinjiang. The genotypes of Ot in Inner Mongolia and Xinjiang were
quite complex, with some of them belonged to Karp type, and the others belonged to Taitung-2, TW461

and Oishi types which providing evidence for further investigation on the scrub typhus fuci in the two areas.
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N88 #7542 ¥ 5] 5 Taitung-2 Bk f1 TW461 Bk AH
JEDNA FEHMBEFFFARELES, FEH
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GenBank B ¥ 515 : Karp(M33004) , Kato( M63382) , Kawasaki
( M63383 ), Kuroki ( M63380 ), Yonchon ( U19903 ), Sxh951
( AF050669 ), Oishi ( AF173037 ), Kanda ( AF173039 ), TW261
(AY222636 ), TW461 ( AY222631), Boryong ( L04956 ), Taitung-2
(AY335819)
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