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[Abstract] Objective To identify the serotype of 73 non-polio enterovirus (NPEV) strains
from acute flaccid paralysis (AFP) cases in Ningxia province, during 1997-2011. Methods Partial
sequencing of the VP1 region was amplified by RT-PCR with degenerate primers and sequenced while
sequences were compared with the database of GenBank by the BLAST algorithm. Evolution was
analyzed by constructing phylogenetic tree using Mega 5.1. Results In this study, a total of 73
NPEVs were analyzed, including 4 strains un-typed, 69 strains typed by RT-PCR. A total of 27
serotypes were identified, including 8 serotypes of human enterovirus (HEV) -A, 19 serotypes of
HEV-B. The HEV-B group (46/69,66.7% ) constituted the largest proportion of isolates, followed by
HEV-A (23/69,33.3%) , but no strains were found that belonged to HEV-C or HEV-D group. In the 69
strains, enterovirus 71 was the most frequently seen isolates, followed by coxsackie-virus A4, 16,9
and echovirus 24, 6. Conclusion HEV-B was the most predominant (46/69, 66.7% ) serotype of
NPEV in Ningxia during the AFP surveillance, in 1997-2011.

[Key words] Non-polio enterovirus; Molecular identification; Epidemiology

AR R BRI (AFP ) J 51 W I 28 B8 K R %
CH IO TE BRI B A 4ERE T H IR B B VA B S8 SR 14
HEKE, MHE2RE KEREBMNESEK , Bk
HIK I E R E (NPEV) 5|2 49 AFP Bk B 5B H
Mo AT T EHIIX NPEV iR SARE AT AT 2
R, A B 55 % B RT-PCR 7 ¥ %F 1997 — 2011 4
AFP 3% 51 W Wl 22 45 v 43 25 1] 4 NPEV 34T Y 51j

DOI: 10.3760/cma.j.issn.0254-6450.2012.11.015

YE& H07:750004 $1)1), TR B RBRHB B .0
s BRER AR —1EE

EEES A%, Email:nx_zhanjun@]26.com

E, VIR TE X AFP 5% 154 NPEV &5 1%
MRS A*®

1. R EEHRRIR : SR AR IR T 1997 — 2011 4F
7 E [\ 1% B G X AFP j% 61l W il 2 48 4 45 49 AFP g
#1152 LA JLE) , 48 K& 5 )72 B WHO 92
SRR FEME , B SR A< 2 IR WHOCH B K
R F LR EREFMILHREMNT WHOH
FERAI, R BAR AR fE AT P AR S E . ¥ER
WHREHREEXEKERZHFTHNEE , HR
NPEV7E-20 C{RH¥ . ABRX HERALTZER



- 1164 -

FRAERITIRS 2 201245 11 HEE 3345 1188 Chin J Epidemiol, November 2012, Vol. 33, No. 11

FERINPEV IR BRI T A E R R R B %5

2. W

(1% % RNA REAB | iRt RAm TP K
/A H) High Pure Viral RNA Kitif# & , I EAE
REUBE RNA, 5% 5% -8 A B84t K R (RT-PCR)
F 751 915 B8 Oberste (1 77 ¥ , ik FH N I6) 5| 5 %t
(012/011,040/011) #4T VP1 X Z: Ry~ 38" %t H +
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5' —ACI GCI GTI GAR ACI GGN G-3' , 189:
5' -CAR GCI GCI GAR ACI GGN GC-3' , 222:
5'—CIC CIG GIG CIAYIW ACAT-3',,

(2)RT-PCR: 3k l—# ¥ RT-PCR ¥ i M &
(% H Invitrogen A &l ) , WK FR ¢ 2 X W28 WK
(% 0.4 mmol/L dNTPs, 3.2 mmol/L MgSO.)12.5 pl,
E§1R &% (SuperScript® Il RT/Platinum®Taq)0.5 pl,
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