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[Abstract] Objective To understand the characteristics of HIV-1 genotypes and drug
resistance among men who have sex with men in Kunming in 2018. Methods A total of 193 plasma
samples were collected from the newly reported HIV-1 infected MSM in Kunming from January to
December 2018. Viral RNA was extracted, and the gag, pol, env gene segments were amplified by
nested PCR. HIV-1 genotypes and drug resistance were also analyzed. Subsequently, the evolutionary
characteristics of CRF55_01B and CRF68 01B among MSM in Kunming were analyzed by Bayesian
Markov Chain Monte Carlo method. Results Multiple HIV-1 genotypes were identified among these
193 samples, including CRF07_BC (39.4% , 76/193), CRFO1_AE (34.2% , 66/193), unique
recombinant forms (URFs) (20.2%, 39/193), CRF08 BC (3.1%, 6/193), CRF55 01B (1.6%, 3/193),
subtype B (1.0%, 2/193) and CRF68_01B (0.5%,1/193). Results from the Bayesian evolutionary
analysis showed that CRF55_01B started to spread locally after being imported from other provinces,
while CRF68 01B was likely to have been brought in from the eastern provinces of China. Prevalence
of HIV-1 drug resistant strains was 2.6% (5/190) before antiviral treatment, with mutation rates
resistant to non-nucleoside reverse transcriptase inhibitors being the highest (2.1%, 4/190) among
MSM in Kunming, 2018. Conclusion The diversity of HIV-1 was increasing among MSM in
Kunming. Although the resistance rate on pretreatment drug was relatively low, the emergence of
multiple resistant strains to first-line antiviral drugs posed a challenge to antiretroviral therapy, in
Kunming.
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