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Influenza activity in China from 2000 to 2001 ZHANG Ye LI Zi GUO Jun-feng WANG Min  WEN Le-
ying GUO Yuan-ji. Institute for Viral Disease Control and Prevention Chinese Center for Disease Control and
Preventiong  Beijing 100052 China

Abstract  Objective To understand the epidemics and antigenic drift of influenza viruses in China from
2000 to 2001. Methods The viruses were grown in embryonated hen eggs with 9-10 days old. The egg allantoic
fluids with influenza viruses were used. Virion RNA was transcribed into ¢cDNA by reverse transcriptase while
¢DNA amplified by PCR. Producs of PCR were purified. RNA sequence analysis was then performed. Finally
phylogenetic analysis of the sequencing data was performed with MegAlign Version 1.03 and Editseq Version
3.69 software. Results Data from comparison of amino acid sequence on HA1 domain of HA protein molecule
between HINI viruses isolated in 2001 and A/Shanghai/7/99 HINI strain indicated that there was only one
difference of amino acid located at 190 position antigenic determinant D . However phylogenctic analysis showed
that there were two distinguishable genetically lineages of HINI viruses co-circulating in men in China in 2001 .
Two antigenically distinct genetic lineages of influenza B viruses were still existing in men in China. Most of
influenza B viruses were Yamagata-like strain and there were two different amino acid sequences located at 197 and
199 position on HAI domain of HA protein molecule between Victoria-like virus isolated and B/Shandong/7/97
strain. When comparing amino acid sequences on HA1 protein domain of H3N2 viruses isolated in 2000 with those
of A/Sydeney/5/97 H3N2 virus it was revealed that there were 7-8 differences of amino acid sequences between
them. However there were four differences related to amino acid sequences on HA1 protein domain between H3N2
viruses isolated in 2000 and in 2001. These results were further demonstrated by analysis of pholygenic tree.
Conclusions Influenza was not prevalent in China from 2000 to 2001. The antigenic drifts of H3N2 and B/
Victoria-like viruses occurred. Two antigenically distinct genetic lineages of influenza B viruses were still co-
circulating in men in China. Two genetically distinct lineages of influenza A HINI virus were also co-circulating
in men in China.
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