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Abstract

Objective To study the prevalence of SEN virus SENV  infection in CHB patients in

five cities of China. Methods A nest-polymerase chain reaction nPCR was used for detection of SENV-
D and SENV-H in sera of 595 CHRB patients from 5 cities of China and 96 normal individuals from Beijing.
A total of 7 SENV strains were analyzed by direct sequencing. Results The prevalence rates of SENV in
CHB patients and normal individuals were 61.3% and 62.5% respectively y*=0.047 P=0.829 . The
prevalence rates of CHB patients between 5 cities were different. Nucleotide sequence analysis showed that
the homology between 4 SENV-D strains was 91%-98% and 95%-98% between 3 SENV-H strains isolat-

ed from 5 cities in China. Conclusion
prevalence rates were similar to that in normal individuals.
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2.nPCR SENV-D H DNA
- DNA

SP1 5" -TTTAGCCTACAGGTGCTCTATGACC
A-3 SP2 5" -CAATACCTGGAAGGTGTA-3’

SENV-D SD1l 5" -AT-
ACCAGACACCTCAACAG-3 "’ SD2 57-
GGCAGTTGACCGCAAAGTTA-3" SENV-H

SH1 5" -GGCTGCACCTTCTGGTTCT-
3" SH2 5 -AACCGCCAACTGACTAGGGG-3’
PCR Taq 1 U 10X
3pl 25 mol L ANTP 0.12 pI 50 pmol L
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0.12 pl PCR DNA 6 pl
SP1 SP2 PCR PCR
3pul SD1 SD2 SH1 SH2
DEPC PCR 30 pl
PCR 94°C 3 min 94T 45 s
55C 45s 72T 45 s 30 72C
7 min PCR Sul  2.0%
SENV-D H 340 bp 271 bp
3.PCR PCR 1.0%
SD1 SH1
4. SPSS 10.0
P
5.
Vector NTT suite 7 TreeView
GenBank SENV-A~H

AX025667 AX025677 AX025718 AB059353
AX025761 AX025822 AX025830 AB059352
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CHB 505 377 61.4 232 39.0

96 60 62.5 43 4.8
0.047 1.161
0.829 0.281
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4 SENV-D sy609d

bi318d bj3d

cc563d 3 SENV-H bj294h sy593h bj25h
DNA SENV-D
91% ~ 98% GenBank
SENV-D 89% ~
91% AB059352 nt1038-1333  SENV-H
95% ~98%  GenBank
SENV-H
88% ~90% AB059353 nt1116-1350
sy609d bj318d bj3d cc563d  SENV-D
bj294h sy393h bj25h  SENV-H
1
2 5 CHB SENV
SENV %
% SENV-D SENV-H
173 101 58.4 59 34.1 76 43.9
100 50 50.0 35 35.0 37 37.0
102 65 63.7 42 41.2 52 51.0 *
109 66 60.6 ** 33 30.3 54 49.5
111 83 74.8 63 56.8 * 66 59.5 ©
* ] P<0.01 P<0.05 * *
P<0.05 # P<0.01 P<0.05
A : P<0.01 & P<0.01 P<0.05
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1 2
=3 1-2 5.0 ml 10 146 68 46.58%
126 3 2.36%
20~30 ml 144 “ O 29.16% 42 144 “A”
37C 1~7 34.72% 50 144 68
2~4 13
2 3.
GB16001-1995 46.58% ! 1~2
80% ~—90%
20010801 2003-08-30
37.5C
20010510 2002-11-01 SFM SS KIA 68
13 19.12%
2. !
1 109% —30%
SS
1 4 . 1999.95-96.
2002-09-09

545200



