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Study on molecular epidemiology of Mycobacterium tuberculosis in Chinese army with PCR amplified
fingerprinting methods ZENG Nian-hua, WANG Zhi-bin, TANG Bo-heng, XIAO Hong, WANG
Shan-shan, LI Xing-guo, HUANG Jia-liang, JIANG Pu-lin, WU Chun-gang. The Medical Institute
of Military in Guangzhou Command, Guangzhou 510507, China

[ Abstracf]l Objective Typing of Mycobacterium tuberculcsis strains and epidemiological studies in
the army of southern China to provide scentific basis for prevention of pulmonary tuberculosis. Methods
A rapid fingerprinting of M. tuberculosis strains method by pdymerase chain reaction ( PCR) with outward-
directed primers that designed to the ends of the insertion sequence 1S6110 was developed, and to analyze
the relationship between the polymorphism of DNA fingerprinting and epidemiology of M. tuberculosis.
Results One hundred and fifty-four M. tuberculasis detected were dassified into eight types according to
their characters of PCR amplified fingerpiints. The main types were type I (36.4%), type II
(31.8%), and type III (21.4%), while other types were less than 4 percentage. In those main type
groups, patients aged 20 to 29 and 30 to 39 took up 31.8% and 27. 9% respectively. For those main
types, the distribution of those types in the first treated patients show ed significant difference compared
with that in the retreated patients, and the rate of drug resistance was also statistically different. However,
the distribution was not statistically significant to history of BCG vaccination and patients living in urban or
rural area. The main drug-resistant strains were only Isoniazid-resistant or Rifampin-resistant strains, w hile
the drug-resistant strains were 44.4%, 29. 6% and 14.8% respectively in type I , type II and type IIL
Conclusion PCR fingerprinting was a rapid, precise, sensitive, specific method to type M. tuberculosis,
and could be used to study the epidemiology of tuberculosis The prevalence of tuberculosis was primarily
due to the transmission of type | , type Il and type Il in the army being studied from Southern China, to
suggest that surveillance needs to be strengthened.
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<20 9(39.1) 6(26. 1) 6(26. 1) 2(8.7) 23
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30~ 19(40.4)  13(27.7) 11(23.4) 4(8.5) 47
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29(36.2)  23(28.8)  19(23.7) 9(11.3) 80
27(36.5)  26(35.1)  14(18.9) 7(9.5) 74
56(36.4)  49(31.8)  33(21.4)  16(10.4) 154
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35(34.3) 32(31.4) 24(23.5) 11(10.8) 102
21(40.0) 17(32.7)  9(17.3)  5(9.6) 52
56(36.4) 49(31.8) 33(21.4) 16(10.4) 154
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40(31.5) 45(35.4) 29(22.8) 13(10.2) 127
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