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[Abstract] Ohjective In order m find out the current situation of tick-borne spotted fever in the
area of Changbal mountain, Jilin province. Methods In this study, a polymerase chain reaction( PCR)
method was developed with primers R. rOmpA 190. 70p and R. tOmpA 190. 701n designed on the basis of
rOmpA gene, which is specific for examining spotted fever group Ricktusizes (SFGR). Six hundred nighty-
three ticks were tested and a positive PCR product amplified from D. siéluarum specimen ( named J1.-02)
was cloned and sequenced. Resnlts The SFGR DNA was detected from D. silvarum, Haemaphysalis
concinna with the positive rates were 53.81% and 7.41% respectively. Its nucleotide sequence of 587 bp
rOmpA and derived aminc-acids showed 100.00% similarity with nucleotide sequence of DnS 14 and
99.00% with DnS 28 from the Former Soviet Union according to the result of BLUST and CLUSTAL,
which was differential from the DNA sequences of strains previously detected in China. Conclusion The
natural focus of tick-borne spotted fever did exist in the area of Changbai mountain. The DNA sequence of
SFGR was similar to that of DnS 14, which was first reported in China.
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