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A study on risk factors among 125 type 2 diabetes mellitus with familial tendency CHENG Jin-luo* SHEN
Mo-yu ZHOU Ling WANG Jin-song . “Department of Endocrinology the Second Hospital of Changzhou Affiliated
Nanjing Medical University ~Changzhou 213003 China

Abstract  Objective To study the risk factors regarding heredity and environment in familial incident
type 2 diabetes mellitus DM . Methods To compare the difference of environmental risk factors between type 2
DM impaired glucose tolerance 1GT and normal persons through study on familial information and environmental
risk factors in 125 familial incident type 2 DM in-patients and out-patients from 1999 to 2001. Falconer was used to
estimate heritability. Penrose was used to study the heredity damagers by polygene analysis. Results There was a
significant constiuent ratio diversity P <0.01 in triglyceride body mass index waist to hip ratio hypertension
history and physical activities history among 3 groups while no significant diversity in blood lipids and history of
coronary heart disease. 83.42% + 5.84% heritability of type 2 DM in 125 familial predigree indicated that
dominant major gene might exist in these familiar pedigrees. Analysis of polygene in these groups showed type 2
DM might conform to the model of polygene heredity. Conclusion This study suggested that type 2 DM had
significant heritability and genetic heterogeneity ~which generally appeared to be a disease of multi-factorial
inheritance. Environmental risk factors genetic factors and their interactions were due to type 2 DM.
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AD autosomal 5.849, 6
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2 n =277 IGT n =31 n =292
/ 124/153 14/17 125/167
/ / 30/197/6 5/23/1 24/219/9
/ / 58/171/4 10/17/1 38/201/13*
/ / 20/84/128 3/10/15 20/109/123
/ / 101/69/63 10/9/9 101,/70/80
BMI / / 128/132/16 21/10/0 118/141/30"
/ 148/129 17/14 91/201°"
/ / 19/4/244 1/1/29 6/4/267
/ 62/17/194 7/2/21 22/4/252"
/ / 262/15/1 27/2/2 252/27/12°
* P <0.01
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2 Vb W oxxs
% B x 1072 %
105 34 24.25 0.698 1.289 0.4356 4.490 87.12+13.42"
121 31 17.87 0.920 1.462 0.3245 3.686 64.80+12.14"
102 29 17.38 0.939 1.476 0.3149 3.371 62.90+11.61"
147 58 28.37 0.570 1.194 0.4997 2.661 99.90 + 10.32"
475 152 23.12 0.735 1.317 0.4171 0.853 83.42+5.84"
% 1= h%/S;? ' P <0.05
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%o s s/q
3.54 115 33 19.36 5.4689 14.1243 7.0621 5.3149
1.59 154 64 27.38 4.1548 7.5873 3.7936 3.8954
5.84 269 97 24.59 4.2106 8.5616 4.2808 4.1380
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