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[Abstract] Objective Sample size requirements for association studies on gene-gene interaction

in case-control study. Methods Selecting different parameters (such as inheritance mode,

susceptibility frequency, frequency of allele for disease, OR of gene main effect) and infilling them into

QUANTO software based on conditional logistic regression mode. Results (1) The main parameters

influencing the sample size requirements were the levels of interaction between genes and the

susceptibility frequency. The numbers of sample were the same between recessive and dominant when

susceptibility frequency were the same. (2) Sample size for testing of gene-gene interaction was

different from that for testing of genetic effects. Conclusion

It was convenient to use the numbers of

sample size from the results for gene-gene interaction in case-control study.
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, P, 0.4375, 5 5 5 1652 916 707 674 692 738 808
Qo 0.05 2 2 2 5395 2505 1594 1343 1268 1275 1338
5 2 2 818 411 289 263 264 278 302
da gs ) 4 2 5 5 5212 2665 1892 1718 1713 1796 1945
P, 5 5 5 916 548 454 451 477 521 580
0.10 2 2 2 3404 1594 1026 873 832 843 891
; 5 2 2 566 289 209 194 197 210 231
P, . 2 5 5 3516 1892 1424 1349 1390 1496 1655
5 5 5 707 454 402 419 459 515 588
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