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[ Abstract] Objective Frequency,type and clinical implications on protease and reverse transcriptase
drug resistance mutations were investigated and phylogenetic analysis in antiretroviral drug-naive AIDS
patients was carried out in Henan province. Methods 45 plasma samples were separated from the
anticoagulatory whole blood, from which reverse transcription-polymerase chain reaction technique was used
to amplify the partial pol gene. The sequences were analysed for genotypic antiretroviral resistance and
phylogenetic relation through landing the websites http://hivdb. stanford. edu and http://hiv-web. lanl. gov,
under BioEdit and DNAClub software. Results Partial pol sequences of 36 samples were successfully
amplified. The major mutation rate of resistance to protease was 8.3% (3/36), including types D30A,
V32A,G73C and V82A. Minor mutation rate of resistance was 100% , including types of L63PS(36/36),
1931.(35/36), V77IL (34/36), A71IVT (10/36) and D60E (2/36). The mutation rate of resistance to
reverse transcriptase was 38.9% (14/36). Mutation-scoring and clinical implication clewed drug resistance
rates were 5.6% (2/36) and 22.2% (8/36) to protease inhibitors and reverse transcriptase inhibitors
respectively, while 1 sample was potentially low-level resistant to all of the protease inhibitors and 3 samples
to part of the reverse transcriptase inhibitors. Phylogenetic analysis revealed that the pol gene of 36 samples
were highly homologous and having a near relative to B. US.83.RF ACC M17451. 36 samples seemed to
have the same infection source while their resistance mutations were not due to drug-resistant virus infection
but to the evolving of virus in vivo.  Conclusion Most of the antiretroviral drug-naive AIDS patients in
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Henan province were sensitive to the currently available antiviral medicine, but antiviral treatment must be

in accordance with the strict procedure and to keep better adherence, to avoid the epidemics caused by drug-

resistant virus.
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