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Study on Bartonella species in rodents in western Yunmnan,China BAI Heming" , YANG Fa-lian,
YANG Hui , ZHANG Qing . “Yunnan Institute of Endemic Disease Control and Prevention , Dali 671000,
China

[ Abstract] Objective To study the infection status of Bartonella spp. in rodents in western part of
Yunnan province. Methods Blood samples were collected from four species of rodents captured in four
counties in western Yunnan in 2004. Bartomella was isolated through being cultured in brain and heart
infusion agar media containing 5% rabbit blood. Suspective Bartomella strains isolates were confirmed by
amplification of 379 bp of citrate synthase{ g/tA) gene with specific primer by polymerase chin reaction
{PCR). Results Fifty-four strains of Bartomella isolates were obtained from 397 samples including four
rodent species captured in the fields with an overall isolation-rate of 13. 6% (54/397). The rates of isolation
among different species were: 22.0% (22/100) in Rattus nitidus,14.8% (31/210) in Rarrus flavipectus
and 1.2% (1/87) in Rattus norvegicus while in R. r. yunnanensis it was negative. Conclusion These
findings demonstrated that the local rodents in western Yunnan were widely infected by Bartomella spp. Tt
is indispensable to study the vector and the route of transmission to discover the relations between
Bartomella and human diseases.
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ATHRIBEEERTRITIENR(FIREER 10
F LB E 2 I FE R (HBsAg) B3 R, RATTF 2004
EFRT HBsAg i A&, MIRBREAEE 705
BOBB RS FTH R R RN BR) 17 S U TLE
AAE19 267 A BIAR M2 wl, W HBsAg. FBSES & 5% i
B(ELISA)BT, B a L SR BEYERFTRARLE,
WA R E P B R AT

HRE5 4R D19 267 A, HBsAg M # 3665
BB R 519.02%. B4l 054 A ¥ 2403 B, R
H21.74% ; 4ofk 8213 A, P HE 1262 (B, I8 R K 15.37%.,
ERERITFE N (¥ =124.24, P<0.01). ARERA
HBsAg W .0~ 1 F A N2~ IS AR/ TFUEE, 5%
0% #2.63% 4~ 6FAFMAR, H9.84%,6~7 H4A N
19.79% , Ele~ 17 P H—~ARFER/BEFTRE. FTAMBK
HBsAg B P BB HTERTE H22.50%, KK A H,

fEEBM 336000 LA A HENIEREZ SN AE(HERDT
AEFRTERABEH P L(EES)

BRI, 4 B 421, 16% .21.09% R E AR BB A
17.62%.14.82% . HESRRE, EBH0-17 FIEIF
HBsAg B %19.02% BT EHBEERAREH BT AL
(14.54% ) 192 E2 B L FEEXEFHAF(9.75%); 8.
ol HBsAg AR Z HR1.41:1, 54 B8 GH@msEy
HHEARE(1.38:1), 0~3 FJLESRFREM, HHR~1
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