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Yy, % EER PCR ik, ¥ 18 Gpdl X,PCR =¥ W ER B 590 F . MEGA 3. 0% 8 52 J¥
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[Abstract] Objective To use dried blood spot (DBS) in studying the sequence and subtype analysis
of HIV-1 genome. Methods 2 ml whole blood containing EDTA anticoagulant from 20 HIV-1 infected
patients were collected, then 80 pl blood was used to propare DBS. QIAamp Blood Mini kit and 10%
Chelex®100 resin extracted DNA genome from whole blood and DBS as well as nested PCR amplified
specifically HIV-1 Gp41 region from the two kinds of DNA extraction. Software MAGE 3.0 was used to
study the sequence and subtype of the PCR products. Results Eligible 18 paired samples were analysed to
show that 16 of them belonged to C54A,97CNGX-7F,98CN006 subtypes. The other two samples might
belong to B.CN._.RL42 and B. US. 90OWEAU160. Conclusion Data showed that there were parallel
results between the whole blood and DBS samples including subtype analysis, position of mutation and types
of amino acid sequencing. Since DBS itself facilitated the collection, transportation and storage, it could be
used as a measure to collect blood sample in resource limited area and to develop molecular epidemiologic
research as well as early diagnosis on infant exposed to HIV.
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BEBXHIV-IESR E EDTA ST E#H k2 M2 ml,
1.5 mi M EEOEAE mleMm, - 20CH#%, A
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RIBB 4K (S&S®903 # ) B B o, i & F it BE#E A%
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2. BEBAEAH S . O2m (WB) A ) E
Qiagen 22 8] QIAamp Blood Mini iR & M 2= Il #
R4 DNA, BB B BEA S R ERERF
SEIR, A 1R & DNA K E, &5 100 pl TE & Wik
Vel . @DBS HEA : FTFLEF M DBS Ep B o .0 3 43 B
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IR X551 mlEBE-F /KB DBS # BT & 5 /9 1L
MF EERBBEFEE; WA 10% Chelex®100 #
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RS 8 E : B A DNA B8 %404 656 B L
W5 L BRI B R A, 200 pl4 I W] SR BX DNA 3 B
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5 G JC v, YK R I A T PR YR o Chelex® 100 i
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10 I ERIEAR , B R4k 2 R A1 S0 pl, SMU 51 49 7 51
K : Gp40F1: 5'-TCTTAGGAGCAGCAGGAAGCAC
TATGGG-3", Gp41R1: 5'-AACGACAAAGGTGAG
TATCCCTGCCTAA-3, Al 514 ¥ 5] % : Gpd6F2:
5-ACAATTATTGTCTGGTATAGTGCAACAGCA-
3", Gp47R2: 5'-TTAAACCTATCAAGCCTCCTA
CTATCATTA-3', 5 — 8 K W % #: 94C 5 min,
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(B.CN. .RL42)[8] }18.09% , Bk 3% B W BRI F
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BiF AR RBRF I L RERE R, AEBRF X
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DBS26 %;IQQQSNLLR ATEAQQHLLQ LTVWGIKQLQ TRYLAIERYL KDQQLLGIWG CSGKLICPTA VPV—lg4 EYE}‘LE&%E]@E DNA Igﬁﬁ
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B9 IR, 1B A s BT L
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bR t::::k'sgﬁ'y::‘s’:.L::... CoNN e R sy e e e e g g p S 4
A - BE SRS St £ B SR L SRS g
et DR IR IR Rtbtt At TO0- 00 SO T SUOIRRON 58 B A . “
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mONL R HE R e R M DNARE. ‘
s EK R4 BB AT T B B R DBSHE%)#?E‘J%W?EX%EI&E DNA fﬁi!itlﬂf%
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AZEIBERE LM XRE, SR CRERER
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DBS BEAN M@ a Y BEE (FH4L, AER
). % EEE 0 DNA 2 7 3& BUA [ & B /9 #
5, MEmANER, #RHDBS HRKT, &
TR, £=, 7EREFLARNETHEEREER
BEAEMT LY REER RILE, £, BER
R R e el i, SREUA4 M DNA 3 72 P AR 45 4
RAEX DNA # B WEBHIE, il B4
BRZAEBEMAS, ¥—fRFREKEE, R
149 DBS 1 0 A2 1L W % 557, T o 36 4R R L 9
w, KBiEY,

A, A 3 4~ H%3.0 mmi DBS #
B DNA #5475, #3.0 mm DBS RS pl42 i, b
JEIfL CD4* MM HIV- 1 ZE S KA H0.1% ~
0.3%2 Bp1S pl HIVAIE R AW &M F, BF
75~225 4 CDA" MLk S, LR ARG CD4”
WA A 1 #NWHIV-1E% 3 DNAWHE, R
% DNA o & & 475~ 225 # DL HIV-1 DNA,
A BEE FASBBRHIVAN AP SEA3~4 4
BimES, WME® Lk PCR ATY 38 1 A8 0
DNA, F7LAM DBS H4#2EUA & DNA &4 MHIV-1
DNA # 2% T PCRY ., H2, MDBSH4&
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& (R, E T B85, 58 KB M AR A7 7
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PEAGTAREF RS &M LR

SRERMENEE

Ak EE®R EInRE Zn4a FuE HRE
EIF MMM ZEFR(ZIF) RN RERZIFHRE
RAEHBEERE, RINE2ETHEFRLKXAE, UL
THRRESRETIMAEZFTRELHES, XAl
BN REFEIL R H AR CBIIL IR WS AR I H A 8
BT S BE M. B . SHEITFIMENAENR(F
LB HR1:2:3.7:3.3), KRB BRI ML H % AEZHF
SREFAARE GWFEE RERE RN E AW
ZHR. MELK A% Z MR AE: B3 ALT,
Hi-HBc IgM, & B & M 5-HAV IgM5 B IF & 5128,

SR GMT FARETTH T L TNE Z IS0 1T 28
RARBN3.OA, 5B THERBRARN25.0%, FFRZHF
B4 ALT $-HBc [gM4i-HAV IgMAR & BE 7 HLH 20 Bl o
96.8%.89.5%.29.5%.47.4% (£ 1), W 3 WHF R K &
28.4% 4 BITF R 527.4% , AER R HM RN £ RE KT
HBH(y =22.60,P<0.001), 3 S 4L 43.1% , & T H At

HELE R

F(x’ =14.27,P<0.001), 4-H1460.0%F121.1% (K EITHLHA
BRI R X B $i-HBe IgMA U , 8 VLM ¥ 245 A &
W Z 7P 5F 2 760 B, Hi-HBe 1gM 732 #il. & 30 & B8 A
ELISA RE, AFRE 2, ZAE, K PELENA %
H2HK, iE&FEELISARRFTIFER N BRBZBEH
HESTHLH 2515 8156.8% .91.6% .93.7% ,3 FHik & H H
BT HLM 552.6%, 4 b & B 4> 51 d 100%.89.5% .
62.9% ,2 K{46.3%, HEXRLEZFMERKEREE L
Fto BFVMERSE RN TIE, AERH REERE
STHMLITZ PR I MR R LB 27.4% ML BETF /R
BRI E ,52.6% WHLHEE & T FF & ELISA KRR T & &
£ ERRERSEMBHENRT, B4 HAELHEN
RABEAXRB TR M BE RE WS BRI
B, R R R BRI Z LR E MRS S,
TEAS W 7 3%, IR RS Z BE AR WA T 3 PR 4 A48

R1 SHNALETYMITRZ AT H KT H %57

SERETHE(%) B9
ZIFFED 100.0(9/9) 94.7(18/19) 100. 0(35/35) 93.8(30/32) 96.8(92/95) 2.71 0.438
ALT® 100.0(9/9) 94.7(18/19) 91.4(32/35) 81.3(26/32) 89.5(85/95) 4.01 0.255
#i-HBc 1gM® 66.7(6/9) 52.6(10/19) 25.7(9/35) 9.4(3/32) 29.5(28/95) 17.35  <0.001
Hi-HAV IgM® 88.9(8/9) 78.9(15/19) 51.4(18/35) 12.5(4/32) 47.4(45/95) 29.66  <0.001
O+® 100.0(9/9) 94.7(18/19) 91.4(32/35) 75.0(24/32) 87.4(83/95) 7.19 0.066
D+@+® 66.7(6/9) 52.6(10/19) 25.7(9/35) 6.3(2/32) 28.4(27/95) 19.80  <0.001
D+0+Q@+®@ 66.7(6/9) 52.6(10/19) 25.7(9/35) 3.1(1/32) 27.4(26/95) 22.60  <0.001
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